
IDENTIFICATION 

Species: Oropetium thomaeum 

Locus: Oropetium_20150105_21237A 

Gene Model: Oropetium_20150105_21237A 

Description: OthEXPB-11 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Othomaeum_v1_0  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Othomaeum_v1_0


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>OthEXPB-11 

MAKSSCILLFAALVVLALLVNPIAGFRVLGKRTNRHRPVHEPVTSSRAHSNHTAVHT

ATRSAMAKYGSGGWLSAGATYYGAPNGFGSDGGACGYQTAVAQRPFNSMIAAGSP

AIYKGGKGCGACYEVSIVEHFHRVKCTSNSACSGQPVTVVITDECPGCPTQYHFDMS

GTSMGAMAKPGMADKLRAAGIFKVQYKRVPCKYDGVNLAFRVDQGSNPFYFEVLV

EFEDGDGDLSAMQLKEAGCNTWTPMVQNWGALWRYNSNTGKALRAPFSLRLTSES

GKVLVADNVIPAGWKAGATYRSLVNYRS* 

CDS (coding sequence) 

>OthEXPB-11 

ATGGCCAAGTCTTCCTGCATACTGCTGTTCGCCGCACTGGTCGTGCTGGCACTTCT

GGTGAACCCCATTGCTGGCTTCCGAGTGCTGGGCAAGAGGACGAACAGGCATAG

GCCGGTCCACGAGCCGGTAACTAGTAGTAGAGCCCACAGCAACCACACGGCAGT

CCACACCGCGACTCGCTCTGCGATGGCCAAGTACGGTTCCGGCGGCTGGCTGTCC

GCCGGCGCGACGTATTACGGCGCCCCCAACGGCTTTGGAAGCGACGGCGGCGCG

TGCGGGTACCAGACCGCCGTCGCGCAGCGGCCGTTCAACTCGATGATCGCCGCCG

GGAGTCCGGCGATATACAAGGGAGGCAAGGGCTGCGGCGCCTGCTACGAGGTGA

GCATCGTCGAGCATTTCCACAGAGTTAAATGCACGAGCAACTCGGCGTGCTCCGG

CCAGCCGGTGACCGTGGTCATCACTGACGAGTGCCCCGGCTGCCCCACGCAGTAC

CACTTCGACATGAGTGGCACTTCTATGGGCGCCATGGCCAAGCCCGGCATGGCTG

ATAAGCTTCGCGCCGCCGGTATCTTCAAGGTCCAATACAAGAGGGTGCCGTGCAA

GTACGACGGCGTGAACCTTGCGTTCAGGGTGGACCAGGGCTCGAACCCGTTCTAC

TTCGAGGTGCTGGTCGAGTTCGAGGACGGCGACGGCGACCTCAGCGCCATGCAG

CTCAAGGAGGCCGGATGCAACACCTGGACGCCGATGGTGCAGAACTGGGGTGCG

CTCTGGCGCTACAACTCCAACACCGGCAAGGCCCTCAGGGCGCCCTTCTCGCTCC

GACTCACCTCCGAGTCCGGCAAGGTCCTCGTCGCCGACAACGTCATCCCCGCCGG

CTGGAAGGCCGGAGCCACGTACCGCTCCTTGGTGAACTACCGTTCCTAG 

Nucleotide 

>OthEXPB-11 

CACACACTCCAGCAAACTACCCCGTGTTAGCTCAAACAATTTCTGCAGAGCAGCA

ATGGCCAAGTCTTCCTGCATACTGCTGTTCGCCGCACTGGTCGTGCTGGCACTTCT

GGTGAACCCCATTGCTGGCTTCCGAGTGCTGGGCAAGAGGACGAACAGGCATAG



GCCGGTCCACGAGCCGGTAACTAGTAGTAGAGCCCACAGCAACCACACGGCAGT

CCACACCGCGACTCGCTCTGCGATGGCCAAGTACGGTTCCGGCGGCTGGCTGTCC

GCCGGCGCGACGTATTACGGCGCCCCCAACGGCTTTGGAAGCGACGGTTAGTGTT

AGTGCATTGCTATACACTATGTGCACCGTGAGTTGCACGGCGTGGTTGGTTGCTG

TCGTTGAATTAACCGAGCTAGAGAGCTACACTAGAACTGACACGAATTACTAAAA

CAATAATGCAGGCGGCGCGTGCGGGTACCAGACCGCCGTCGCGCAGCGGCCGTT

CAACTCGATGATCGCCGCCGGGAGTCCGGCGATATACAAGGGAGGCAAGGGCTG

CGGCGCCTGCTACGAGGTGAGCATCGTCGAGCATTTCCACAGAGTTCGTGTGGTC

ACACGTAGTACTACTGCTTGCTGCTGTACGGCCTACTGGCTGGTAGACTGGTAGT

GTAGCGCAGGGTTCGTTGTGATGTATAGCTCCATTAATGGCGGCAAATGGTCGGC

GCTCCCGGCTAACTGAATGCGTTCATATGTGGCGTGCGTACGCAGGTTAAATGCA

CGAGCAACTCGGCGTGCTCCGGCCAGCCGGTGACCGTGGTCATCACTGACGAGTG

CCCCGGCTGCCCCACGCAGTACCACTTCGACATGAGTGGCACTTCTATGGGCGCC

ATGGCCAAGCCCGGCATGGCTGATAAGCTTCGCGCCGCCGGTATCTTCAAGGTCC

AATACAAGAGGTAATTAAGTGAAGTCAAATTAGCAGAATTTACCCCAAGGAAAC

TAGTACTCCTGGTGTCGGTATTTATCGTCTGTGTGGTTTGTATCCGTCGCGGTATT

TATCGTCTGTGGTTCGTTGCATCAGGGTGCCGTGCAAGTACGACGGCGTGAACCT

TGCGTTCAGGGTGGACCAGGGCTCGAACCCGTTCTACTTCGAGGTGCTGGTCGAG

TTCGAGGACGGCGACGGCGACCTCAGCGCCATGCAGCTCAAGGAGGCCGGATGC

AACACCTGGACGCCGATGGTGCAGAACTGGGGTGCGCTCTGGCGCTACAACTCCA

ACACCGGCAAGGCCCTCAGGGCGCCCTTCTCGCTCCGACTCACCTCCGAGTCCGG

CAAGGTCCTCGTCGCCGACAACGTCATCCCCGCCGGCTGGAAGGCCGGAGCCAC

GTACCGCTCCTTGGTGAACTACCGTTCCTAGTCAAATATATCAACCACAGATTTCT

CGAGTCTGATTGAGGATTTCACCCCCACATTACGTGTTTGGCTGAAATATTAAGC

ACGGCCAATTAAGAAGTGCACGTAGGGTGTGGTGGCGAGGAATCTCGAGCTTGTT

AGTGTTGCGTGAAATGTGTAGTATGTGCGGGGTGCTTGCGAGAGGCGGTGTTAAT

TAGAAGAGGAGGAGGTGGTCAAAGACTCAAAGAGTAGTGCCCCCTGATACCTCC

ACGGTCTCTGCATGCAGTTCCCTCTTGTTTATGTTTCCTTTCCCCTTTGGGTGCTAG

TGGTACTTGTGCTGCCAGCCTGCCGCTAAAGTTGCAAGCCGATTACCAAGTTGTG

AGTGTTTTTATTTTCTTGTGCCATATGC 


