IDENTIFICATION

Species: Helianthus annuus

Locus: HanXRQChr16g0507331

Gene Model: HanXRQChr16g0507331
Description: HanEXPB-05

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Hannuus_rl 2
KEGG: https://www.genome.jp/entry/T05101

EXTERNAL RESOURCES
https://www.heliagene.org/



https://phytozome-next.jgi.doe.gov/info/Hannuus_r1_2
https://www.genome.jp/entry/T05101
https://www.heliagene.org/
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DOMAIN ARCHITECTURE
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Query seq.
specific hits Pollen_allerg_1
Superfanilies OPBE_R1pA_EXP_N-1ike supsrfamily Pollen_allerg_1 superfamily

List of domain hits "
Name Accession Description Interval E-value
[+] DPBB_RIpA_EXP_N-like super family cl41724 double-psi beta-barrel fold of RipA. N-terminal domain of expansins, and similar domains; The 27-147 5.46e-55
[+] Polien_allerg_1 pfam01357 Polien allergen; This family contains allergens lol PI. Pll and Plil from Lolium perenne 155-230 3.48e-18

>HanEXPB-05

MASISLIVFTILVVNISCSMCFLRMASTGLATWYGPEDGAGKGAACGWEDDVHDPPF
SAMIAAGNSNIFLNGKGCGHCFQIQCSRKPYCSGKPISVTISDQCPGACNNIAYHFDLS
GHAFGMMANRGQEHSLRQLGQVDIEFKRVPCNYGATKIAFKVSQKTNRYWFATAIE
YTNGDGVLSRVEVAPGGTQTFSSMDNIWGAVWKKDINDSFKGPLSFKLTSADGKTL
VASNAIPANYSPGRKYSSNVNF*

CDS (coding sequence)
>HanEXPB-05

ATGGCTTCCATTTCTTTAATTGTATTTACCATCCTTGTAGTAAACATCTCTTGTAGT
ATGTGTTTTCTACGCATGGCCAGTACCGGTTTAGCCACTTGGTATGGTCCTGAAGA
TGGTGCTGGTAAAGGAGCAGCTTGTGGATGGGAGGATGATGTGCATGATCCTCCC
TTTAGCGCGATGATTGCGGCAGGAAATTCAAATATCTTTTTGAATGGGAAAGGAT
GCGGACATTGTTTTCAGATACAATGTTCACGAAAACCATACTGCTCAGGGAAACC
AATTAGTGTGACGATCAGTGATCAGTGTCCAGGGGCATGTAACAATATAGCCTAT
CATTTTGATTTAAGTGGGCATGCGTTTGGTATGATGGCCAATCGTGGACAAGAAC
ACAGTCTAAGACAACTTGGCCAAGTTGACATTGAGTTCAAAAGAGTACCATGCAA
CTATGGTGCCACGAAGATAGCATTCAAAGTTAGCCAGAAAACCAACCGCTACTG
GTTCGCAACAGCCATAGAATATACAAATGGGGATGGTGTTTTGAGTCGTGTGGAG
GTAGCACCCGGTGGCACCCAAACTTTTTCGTCCATGGATAACATATGGGGTGCAG
TTTGGAAAAAGGACATCAACGATTCGTTTAAAGGTCCATTGTCTTTCAAGCTCAC
CTCTGCTGATGGGAAAACCCTTGTAGCAAGTAATGCCATTCCAGCAAACTATTCG
CCTGGTCGTAAATACTCATCAAATGTAAATTTTTGA

Nucleotide
>HanEXPB-05

TTTAGCAATAAAGAAAGCATTATATATAATGGCTTCCATTTCTTTAATTGTATTTA
CCATCCTTGTAGTAAACATCTCTTGTAGTATGTGTTTTCTACGCATGGCCAGTACC
GGTTTAGCCACTTGGTATGGTCCTGAAGATGGTGCTGGTAAAGGTAATGAATTGA
TATACTCGTACCAAAAACAAAGGAGTATCACCGACGGACATCTGCGGACCAAAC
TAATCCGTCCGTAATTAAAACAGTAAATTAAATAAAATATTTGGTGCCCCTCAGT



AATCACCTACATATTACACACTGAACCCTTAACTGGCAGTTATCAACGGATTTAT
CAATGTTAAAGATGGGATCATAATATACATTGTTTTATTGACTGATTTTAGTTGTC
ATTATGTCGAGCAGGAGCAGCTTGTGGATGGGAGGATGATGTGCATGATCCTCCC
TTTAGCGCGATGATTGCGGCAGGAAATTCAAATATCTTTTTGAATGGGAAAGGAT
GCGGACATTGTTTTCAGGCATATTGGTTTTTTTTTTTTTTTTTTTTTTTATTTTGTTT
GTGTTCATGGTTTATTGTAAGTGCGTGAAACATATTCGAACGGATGATGAGTTTC
AAATAAAATACAGATACAATGTTCACGAAAACCATACTGCTCAGGGAAACCAAT
TAGTGTGACGATCAGTGATCAGTGTCCAGGGGCATGTAACAATATAGCCTATCAT
TTTGATTTAAGTGGGCATGCGTTTGGTATGATGGCCAATCGTGGACAAGAACACA
GTCTAAGACAACTTGGCCAAGTTGACATTGAGTTCAAAAGGTGCATCACATAACA
TTATATATTTCAAGCTTTAGTTGATGTGTAATTTCCATATTTTTAAGAGTAAATTA
CAAAAATCGTCTTTTATGTATGTCACTTATAAAATTGTGTTTTTTATCTTCAATAAT
TACAGAAAACGTAATCGATGTTTGCAAACCTTTACAAGTTATGTCCTTTAGTTCTA
ACTCAGTTAATTTTTATGGTTAAATTTGATCAAATGGACCCACAGGAGGGTATTTT
ATGGTTAACTCTGAACAAATGGACCTCATATGAGAGTAAAATGACCAAAATACCC
TCATGTGGGATCCATTTGGTCAGATTTAATCACAAAAAATTAACTGAGTTAGGGT
TAAATAACATAACTTGCCAGGGTTTGCAAATATCGAGTACGTTTTCTGTAATTATT
GAAGAAAAAGGACACAGTTTGCAATAAGCGACATACATAACGATTTTTGTAATTI
ACTCCTTTTTTAATCCTATCCCAGGACGTAACACATTGTAGATGTGCATCGCATCG
GGTTACCTGTATATAATGATTTTTGTAATTTACTCCTTTTTTAATCATTTTTGATTG
CTGGTTTGCTAAAAACATGAACCATGACGTGTAGAGTACCATGCAACTATGGTGC
CACGAAGATAGCATTCAAAGTTAGCCAGAAAACCAACCGCTACTGGTTCGCAAC
AGCCATAGAATATACAAATGGGGATGGTGTTTTGAGTCGTGTGGAGGTAGCACCC
GGTGGCACCCAAACTTTTTCGTCCATGGATAACATATGGGGTGCAGTTTGGAAAA
AGGACATCAACGATTCGTTTAAAGGTCCATTGTCTTTCAAGCTCACCTCTGCTGAT
GGGAAAACCCTTGTAGCAAGTAATGCCATTCCAGCAAACTATTCGCCTGGTCGTA
AATACTCATCAAATGTAAATTTTTGAATAAGT






