
IDENTIFICATION 

Species: Oryza sativa 

Locus: LOC_Os03g01270 

Gene Model: LOC_Os03g01270.1 

Description: OstEXPB-05 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0  

KEGG: https://www.genome.jp/entry/T01015  

EXTERNAL RESOURCES 

http://rice.uga.edu/  

https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0
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http://rice.uga.edu/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>OstEXPB-05 

MAGRSRRRSFWSVGVAAALLCLLAAHGCSAKHHKPKPTPGGISGNASSSSSNSSTPSI

PPPVAPTPTAPTPPIPSPGTGSSNGSSGGGGGGWLNARATWYGAPNGAGPDDNGGAC

GFKNVNLPPFSAMTSCGNEPLFKDGKGCGSCYQIRCVGHPACSGLPETVIITDMNYYP

VSLYHFDLSGTAFGAMAKDNRNDELRHAGIIDIQFRRVPCQYPGLTVTFHVEQGSNP

VYMAILVEYENGDGDVVQVDLMESRYSTGGVDGTPTGVWTPMRESWGSIWRLDTN

HPLQGPFSLRITNESGKTLIADQVIPADWQPNTVYSSIVQFD* 

CDS (coding sequence) 

>OstEXPB-05 

ATGGCGGGCAGGAGCAGGAGGAGGTCGTTTTGGTCCGTGGGCGTTGCGGCTGCTC

TGCTTTGTCTGCTGGCCGCCCATGGCTGCAGCGCCAAGCATCACAAGCCCAAGCC

TACTCCCGGTGGCATCAGTGGCAATGCTTCTTCTTCCTCCTCCAATTCCAGCACCC

CCAGTATTCCTCCTCCTGTTGCCCCTACTCCTACTGCTCCTACTCCTCCTATTCCCA

GCCCCGGAACTGGAAGCAGCAACGGCAGCAGTGGCGGTGGCGGCGGCGGGTGGC

TGAACGCCCGTGCGACCTGGTACGGCGCTCCCAACGGCGCTGGGCCGGACGACA

ACGGCGGCGCGTGTGGGTTCAAGAATGTGAACCTGCCGCCCTTCTCGGCCATGAC

TTCCTGCGGAAATGAGCCTCTCTTCAAGGACGGCAAGGGATGCGGCTCCTGCTAC

CAGATCCGATGCGTGGGGCACCCAGCCTGCTCGGGGCTCCCGGAGACGGTGATC

ATCACGGACATGAACTACTACCCAGTGTCGCTGTACCACTTCGACCTCAGCGGCA

CGGCGTTCGGCGCCATGGCCAAGGACAACCGCAACGACGAGCTCCGCCACGCCG

GCATCATCGACATCCAGTTCAGGAGGGTGCCTTGTCAGTATCCAGGGCTGACGGT

GACGTTCCACGTGGAGCAAGGGTCGAACCCGGTGTACATGGCGATACTGGTGGA

GTACGAGAACGGGGACGGGGACGTGGTGCAGGTGGACCTGATGGAGTCGCGCTA

CAGCACCGGGGGCGTGGATGGGACGCCGACGGGGGTGTGGACGCCGATGAGGGA

GTCGTGGGGATCGATATGGAGGCTGGACACCAACCACCCGCTGCAGGGGCCCTTC

TCCCTCCGCATCACCAACGAGTCCGGCAAGACCCTCATCGCCGATCAGGTCATCC

CCGCCGACTGGCAGCCCAACACCGTCTACAGCTCCATCGTCCAGTTCGACTAG 

 

 



Nucleotide 

>OstEXPB-05 

GGCCTGCAATCTAGCCATCTGTTATCTATCCATGCATCGATGTATGTATGTATGTA

TGATGAGCAAAACAGCTAGCTAGATGTTTGCATCAACCATATATTTGTCATGGTC

CTTGGTGGAAGTAGCTATAAATACGGCCGATGGAGGAGGGCACAAAAGGGGCAG

TAGCAAGCAAGCAAAGCTAATATACATAAATTGATCCAGGGATCGATCGAAATT

AATGGCGGGCAGGAGCAGGAGGAGGTCGTTTTGGTCCGTGGGCGTTGCGGCTGC

TCTGCTTTGTCTGCTGGCCGCCCATGGCTGCAGCGCCAAGCATCACAAGCCCAAG

CCTACTCCCGGTGGCATCAGTGGCAATGCTTCTTCTTCCTCCTCCAATTCCAGCAC

CCCCAGTATTCCTCCTCCTGTTGCCCCTACTCCTACTGCTCCTACTCCTCCTATTCC

CAGCCCCGGAACTGGAAGCAGCAACGGCAGCAGTGGCGGTGGCGGCGGCGGGTG

GCTGAACGCCCGTGCGACCTGGTACGGCGCTCCCAACGGCGCTGGGCCGGACGA

CAACGGCGGCGCGTGTGGGTTCAAGAATGTGAACCTGCCGCCCTTCTCGGCCATG

ACTTCCTGCGGAAATGAGCCTCTCTTCAAGGACGGCAAGGGATGCGGCTCCTGCT

ACCAGGTACGTACAGTACACAATTAATCTCGATCGATCTATCTTCTTGTCTGAATT

ATATATATTCATTCATTCATTCTCAGCCAGCCAATTCAAATAATTCTCTTCTCATC

GATGGATGCGGTAGCTAGCTCTAGTGTGCAGGTCGATGAGCCCGTGACACATATG

TACTGATCGATGCATGGACTGAGTGGCTGTAAATTAAATTAAATGGATGGATGTG

ATGCAGATCCGATGCGTGGGGCACCCAGCCTGCTCGGGGCTCCCGGAGACGGTG

ATCATCACGGACATGAACTACTACCCAGTGTCGCTGTACCACTTCGACCTCAGCG

GCACGGCGTTCGGCGCCATGGCCAAGGACAACCGCAACGACGAGCTCCGCCACG

CCGGCATCATCGACATCCAGTTCAGGAGGTACCATCTAACCGCAATAACCAACTT

AACTGCATGCCCTCCCTGGTCGGGACTCGGGACCCGACCCACCCCACTAGTACTT

AATTTTCTTTACTGTAACGAACAACGAAGACATGCTCTCTGCTGGGGCCCACAAC

AAACAACCAACCACTACCACTAACTTTCTCTTTGCACTTTTGCACCTAAAAGGCTT

TAGTTCTCAACTTTTAATTTTTTCCGTTCAAATTTATTTAACTTTTAGCTAGCTATT

GGTATTGCAAATTAATTAACTGAAAATCGATCGAAAGAGAAGTAAGTAAAACAA

ATAGCGAAATGAAAATGCAGGGTGCCTTGTCAGTATCCAGGGCTGACGGTGACG

TTCCACGTGGAGCAAGGGTCGAACCCGGTGTACATGGCGATACTGGTGGAGTAC

GAGAACGGGGACGGGGACGTGGTGCAGGTGGACCTGATGGAGTCGCGCTACAGC

ACCGGGGGCGTGGATGGGACGCCGACGGGGGTGTGGACGCCGATGAGGGAGTCG

TGGGGATCGATATGGAGGCTGGACACCAACCACCCGCTGCAGGGGCCCTTCTCCC

TCCGCATCACCAACGAGTCCGGCAAGACCCTCATCGCCGATCAGGTCATCCCCGC

CGACTGGCAGCCCAACACCGTCTACAGCTCCATCGTCCAGTTCGACTAGCTAATT

ACTACTACTCCACTCCTTGCCATTAATTAGTATATACTCCATTATTTGCCATTTGC

ACATCATCGAGACGTCGCTTGTGACGTCCGTTTCAGTGCGTATATGCATGTTGTAC

TCCTCCTTACTTGATTACATGTATGCATGCAAATTAATGAATCAATCAATGGTCGG

ATTTTCTATATATATAACTACTACGGTAATACTATACACA 




