IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.9G409800

Gene Model: PhHAL.9G409800.1.p
Description: PhhEXPB-27

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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Specific hits — Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

Name Accession Description Interval E-value
[+] DPBB_EXPB_N d22275 N-terminal double-psi beta-barrel fold domain of the bet: pansin subfamily; Bet: P 49-170 490e-73
[+] Polien_allerg_1 piam01357 Pollen allergen; This family contains allergens lol PI, Pil and Plil from Lolium perenne 180-255 9.73e-30

SEQUENCES
Peptide
>PhhEXPB-27

MGYLPNAVAVAVAAVLAAALVTGGSCDSSSAPNKVPPGPNVTTGYDGRWLAAKAT
WY GKPVGAGPDDSGGACGIKDVDRPPYSGMTSCGNGPIFKDGKGCGSCYEIRCNAP
EECSNNPVTVFITDMNYDPIAPYHFDLSGTAFGAMATAGLQDKLRHRGIIDLEFRRVQ
CKYAAGLKIVFHVEHGSNPNYLAVLVKFVAGDGDVVQMDLKEKASPEREPMRLSW
GAIWRMDTPRALRGPFSIRLTSESGEKLVATDVIPENWIPNTVYESNIQF*

CDS (coding sequence)
>PhhEXPB-27

ATGGGGTACCTGCCCAACGCCGTGGCCGTGGCCGTGGLCCGCLCGTCCTGGCGGLGE
CGCTCGTCACCGGCGGGTCGTGCGACTCCTCATCAGCTCCCAATAAGGTGCCGCC
GGGCCCCAACGTCACGACCGGCTACGACGGCAGGTGGCTCGCCGCTAAGGCCAC
CTGGTACGGCAAGCCCGTCGGCGCCGGCCCCGACGACAGCGGLCGGLCGLCATGLGEG
GATCAAGGACGTGGACCGGCCGCCCTACAGCGGCATGACGTCCTGCGGCAACGG
CCCCATCTTCAAGGACGGCAAGGGCTGCGGCTCATGCTACGAGATCAGATGCAAT
GCGCCGGAGGAGTGCTCCAACAATCCGGTGACGGTGTTCATCACCGACATGAACT
ACGACCCCATCGCCCCCTACCACTTCGACCTCAGCGGCACCGCGTTCGGCGCCAT
GGCCACGGCGGGGCTCCAGGACAAGCTCCGCCACCGCGGCATCATCGACCTGGA
GTTCAGGAGGGTGCAGTGCAAGTACGCGGCCGGGCTGAAGATCGTGTTCCACGT
GGAGCACGGCTCGAACCCCAACTACCTGGCGGTGCTGGTGAAGTTCGTCGCGGGC
GACGGTGACGTCGTGCAGATGGACCTCAAGGAGAAGGCGTCGCCGGAGCGGGAG
CCGATGCGGCTCTCGTGGGGCGCCATCTGGAGGATGGACACGCCCAGGGCGCTC
AGGGGCCCCTTCTCCATCCGCCTCACCAGCGAGTCCGGCGAGAAGCTCGTCGCCA
CCGACGTGATCCCGGAGAACTGGATCCCCAACACAGTCTACGAGTCCAACATCCA
GTTCTAG

Nucleotide
>PhhEXPB-27

ATGGGGTACCTGCCCAACGCCGTGGCCGTGGCCGTGGCCGCCGTCCTGGLCGGLCGEG
CGCTCGTCACCGGCGGGTCGTGCGACTCCTCATCAGCTCCCAATAAGGTGCCGCC
GGGCCCCAACGTCACGACCGGCTACGACGGCAGGTGGCTCGCCGCTAAGGCCAC



CTGGTACGGCAAGCCCGTCGGCGCCGGCCCCGACGACAGCGGCGGLCGCATGCGEG
GATCAAGGACGTGGACCGGCCGCCCTACAGCGGCATGACGTCCTGCGGCAACGG
CCCCATCTTCAAGGACGGCAAGGGCTGCGGCTCATGCTACGAGGTATACGTACGC
GAGCAGAATTGCTTGACTAGCAGACGCGAGATCTTGACGAACTTGATGCGTGCAT
GCAGATCAGATGCAATGCGCCGGAGGAGTGCTCCAACAATCCGGTGACGGTGTT
CATCACCGACATGAACTACGACCCCATCGCCCCCTACCACTTCGACCTCAGCGGC
ACCGCGTTCGGCGCCATGGCCACGGCGGGGCTCCAGGACAAGCTCCGCCACCGC
GGCATCATCGACCTGGAGTTCAGGAGGTCCGACACCATTATATATCTCGCTCGAT
CAAATAGAAACTTCTTCACGATCTGCGTATGTACACGCCTGAATGCTGCGCATTC
CGATCCTGCACTCATGCAACAAGAATGACGACATGGAGCATGCATTGCAGGGTG
CAGTGCAAGTACGCGGCCGGGCTGAAGATCGTGTTCCACGTGGAGCACGGCTCG
AACCCCAACTACCTGGCGGTGCTGGTGAAGTTCGTCGCGGGCGACGGTGACGTCG
TGCAGATGGACCTCAAGGAGAAGGCGTCGCCGGAGCGGGAGCCGATGCGGCTCT
CGTGGGGCGCCATCTGGAGGATGGACACGCCCAGGGCGCTCAGGGGCCCCTTCTC
CATCCGCCTCACCAGCGAGTCCGGCGAGAAGCTCGTCGCCACCGACGTGATCCCG
GAGAACTGGATCCCCAACACAGTCTACGAGTCCAACATCCAGTTCTAG





