
IDENTIFICATION 

Species: Panicum hallii HAL 

Locus: PhHAL.9G409800 

Gene Model: PhHAL.9G409800.1.p 

Description: PhhEXPB-27 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhhEXPB-27 

MGYLPNAVAVAVAAVLAAALVTGGSCDSSSAPNKVPPGPNVTTGYDGRWLAAKAT

WYGKPVGAGPDDSGGACGIKDVDRPPYSGMTSCGNGPIFKDGKGCGSCYEIRCNAP

EECSNNPVTVFITDMNYDPIAPYHFDLSGTAFGAMATAGLQDKLRHRGIIDLEFRRVQ

CKYAAGLKIVFHVEHGSNPNYLAVLVKFVAGDGDVVQMDLKEKASPEREPMRLSW

GAIWRMDTPRALRGPFSIRLTSESGEKLVATDVIPENWIPNTVYESNIQF* 

CDS (coding sequence) 

>PhhEXPB-27 

ATGGGGTACCTGCCCAACGCCGTGGCCGTGGCCGTGGCCGCCGTCCTGGCGGCGG

CGCTCGTCACCGGCGGGTCGTGCGACTCCTCATCAGCTCCCAATAAGGTGCCGCC

GGGCCCCAACGTCACGACCGGCTACGACGGCAGGTGGCTCGCCGCTAAGGCCAC

CTGGTACGGCAAGCCCGTCGGCGCCGGCCCCGACGACAGCGGCGGCGCATGCGG

GATCAAGGACGTGGACCGGCCGCCCTACAGCGGCATGACGTCCTGCGGCAACGG

CCCCATCTTCAAGGACGGCAAGGGCTGCGGCTCATGCTACGAGATCAGATGCAAT

GCGCCGGAGGAGTGCTCCAACAATCCGGTGACGGTGTTCATCACCGACATGAACT

ACGACCCCATCGCCCCCTACCACTTCGACCTCAGCGGCACCGCGTTCGGCGCCAT

GGCCACGGCGGGGCTCCAGGACAAGCTCCGCCACCGCGGCATCATCGACCTGGA

GTTCAGGAGGGTGCAGTGCAAGTACGCGGCCGGGCTGAAGATCGTGTTCCACGT

GGAGCACGGCTCGAACCCCAACTACCTGGCGGTGCTGGTGAAGTTCGTCGCGGGC

GACGGTGACGTCGTGCAGATGGACCTCAAGGAGAAGGCGTCGCCGGAGCGGGAG

CCGATGCGGCTCTCGTGGGGCGCCATCTGGAGGATGGACACGCCCAGGGCGCTC

AGGGGCCCCTTCTCCATCCGCCTCACCAGCGAGTCCGGCGAGAAGCTCGTCGCCA

CCGACGTGATCCCGGAGAACTGGATCCCCAACACAGTCTACGAGTCCAACATCCA

GTTCTAG 

Nucleotide 

>PhhEXPB-27 

ATGGGGTACCTGCCCAACGCCGTGGCCGTGGCCGTGGCCGCCGTCCTGGCGGCGG

CGCTCGTCACCGGCGGGTCGTGCGACTCCTCATCAGCTCCCAATAAGGTGCCGCC

GGGCCCCAACGTCACGACCGGCTACGACGGCAGGTGGCTCGCCGCTAAGGCCAC



CTGGTACGGCAAGCCCGTCGGCGCCGGCCCCGACGACAGCGGCGGCGCATGCGG

GATCAAGGACGTGGACCGGCCGCCCTACAGCGGCATGACGTCCTGCGGCAACGG

CCCCATCTTCAAGGACGGCAAGGGCTGCGGCTCATGCTACGAGGTATACGTACGC

GAGCAGAATTGCTTGACTAGCAGACGCGAGATCTTGACGAACTTGATGCGTGCAT

GCAGATCAGATGCAATGCGCCGGAGGAGTGCTCCAACAATCCGGTGACGGTGTT

CATCACCGACATGAACTACGACCCCATCGCCCCCTACCACTTCGACCTCAGCGGC

ACCGCGTTCGGCGCCATGGCCACGGCGGGGCTCCAGGACAAGCTCCGCCACCGC

GGCATCATCGACCTGGAGTTCAGGAGGTCCGACACCATTATATATCTCGCTCGAT

CAAATAGAAACTTCTTCACGATCTGCGTATGTACACGCCTGAATGCTGCGCATTC

CGATCCTGCACTCATGCAACAAGAATGACGACATGGAGCATGCATTGCAGGGTG

CAGTGCAAGTACGCGGCCGGGCTGAAGATCGTGTTCCACGTGGAGCACGGCTCG

AACCCCAACTACCTGGCGGTGCTGGTGAAGTTCGTCGCGGGCGACGGTGACGTCG

TGCAGATGGACCTCAAGGAGAAGGCGTCGCCGGAGCGGGAGCCGATGCGGCTCT

CGTGGGGCGCCATCTGGAGGATGGACACGCCCAGGGCGCTCAGGGGCCCCTTCTC

CATCCGCCTCACCAGCGAGTCCGGCGAGAAGCTCGTCGCCACCGACGTGATCCCG

GAGAACTGGATCCCCAACACAGTCTACGAGTCCAACATCCAGTTCTAG 




