
IDENTIFICATION 

Species: Sorghum bicolor Rio 

Locus: SbRio.07G178100 

Gene Model: SbRio.07G178100.1.p 

Description: SbrEXPA-28 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1  

KEGG:- 

EXTERNAL RESOURCES 

https://www.sorghumbase.org/post/sorghum-bicolor-rio 

https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
https://www.sorghumbase.org/post/sorghum-bicolor-rio


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SbrEXPA-28 

MSGSWMAPPRLLVSSLLVAVLAVAAADVANAGGAKPLTPGGRVVHHNHGKFTAGE

WKRAHATFYGGRDGSGTTAGACGYKDTRSEGYGVQTVAVSSVLFGNGAACGGCYE

VRCVDSPDGCKPPGAAAAAAALVVTATNLCPPNEQQSADSGGWCNPPREHFDLSMP

AFLQIAEEKAGIVPVSYRRVACARQGGIRYAIAGNKYFNMVTVTNVGGAGDVAAVS

VKGSKRVKWTELKRNWGVVWQTGEDLTCESLTFRVMTGDHRKATSWHVLPEDWK

FGVTYQASKNF* 

CDS (coding sequence) 

>SbrEXPA-28 

ATGTCTGGTTCGTGGATGGCGCCACCGCGTCTCCTGGTGTCGTCGCTGCTGGTCGC

CGTGCTCGCGGTGGCGGCCGCCGATGTCGCCAATGCCGGCGGCGCCAAGCCCCTG

ACGCCCGGCGGGCGCGTGGTGCACCACAACCACGGCAAGTTCACCGCCGGCGAG

TGGAAGCGCGCCCACGCGACCTTCTACGGCGGCCGGGACGGGTCCGGCACCACG

GCGGGCGCGTGCGGGTACAAGGACACGCGGTCCGAGGGCTACGGCGTGCAGACG

GTGGCCGTGAGCTCGGTGCTGTTCGGCAATGGCGCGGCCTGCGGCGGTTGCTACG

AGGTGCGGTGCGTGGACAGCCCCGACGGGTGCAAGCCGCCCGGCGCGGCGGCGG

CGGCGGCGGCGCTGGTGGTGACGGCGACGAACCTGTGCCCGCCCAACGAGCAGC

AGTCGGCGGACAGCGGCGGGTGGTGCAACCCGCCGCGGGAGCACTTCGACCTGT

CCATGCCGGCGTTCCTCCAGATCGCGGAGGAGAAGGCCGGCATCGTGCCCGTCTC

CTACCGGCGGGTGGCGTGCGCGAGGCAGGGCGGCATCCGGTACGCCATCGCCGG

GAACAAGTACTTCAACATGGTGACGGTCACCAACGTGGGCGGCGCCGGCGACGT

GGCGGCGGTGTCGGTGAAGGGGAGCAAGCGCGTCAAGTGGACGGAGCTGAAGCG

CAACTGGGGGGTAGTGTGGCAGACCGGGGAGGACCTCACCTGCGAGTCGCTGAC

GTTCAGGGTGATGACCGGCGACCACCGCAAGGCCACGTCGTGGCACGTCCTCCCC

GAGGACTGGAAGTTCGGCGTCACGTACCAGGCGTCCAAGAACTTCTAA 

Nucleotide 

>SbrEXPA-28 

TAACAATAATAATAATTAAAAAAATGTCTGGTTCGTGGATGGCGCCACCGCGTCT

CCTGGTGTCGTCGCTGCTGGTCGCCGTGCTCGCGGTGGCGGCCGCCGATGTCGCC

AATGCCGGCGGCGCCAAGCCCCTGACGCCCGGCGGGCGCGTGGTGCACCACAAC



CACGGCAAGTTCACCGCCGGCGAGTGGAAGCGCGCCCACGCGACCTTCTACGGC

GGCCGGGACGGGTCCGGCACCACGGCGGGCGCGTGCGGGTACAAGGACACGCGG

TCCGAGGGCTACGGCGTGCAGACGGTGGCCGTGAGCTCGGTGCTGTTCGGCAATG

GCGCGGCCTGCGGCGGTTGCTACGAGGTGCGGTGCGTGGACAGCCCCGACGGGT

GCAAGCCGCCCGGCGCGGCGGCGGCGGCGGCGGCGCTGGTGGTGACGGCGACGA

ACCTGTGCCCGCCCAACGAGCAGCAGTCGGCGGACAGCGGCGGGTGGTGCAACC

CGCCGCGGGAGCACTTCGACCTGTCCATGCCGGCGTTCCTCCAGATCGCGGAGGA

GAAGGCCGGCATCGTGCCCGTCTCCTACCGGCGGGTGGCGTGCGCGAGGCAGGG

CGGCATCCGGTACGCCATCGCCGGGAACAAGTACTTCAACATGGTGACGGTCACC

AACGTGGGCGGCGCCGGCGACGTGGCGGCGGTGTCGGTGAAGGGGAGCAAGCGC

GTCAAGTGGACGGAGCTGAAGCGCAACTGGGGGGTAGTGTGGCAGACCGGGGAG

GACCTCACCTGCGAGTCGCTGACGTTCAGGGTGATGACCGGCGACCACCGCAAG

GCCACGTCGTGGCACGTCCTCCCCGAGGACTGGAAGTTCGGCGTCACGTACCAGG

CGTCCAAGAACTTCTAATGAGTAGCCATCACTCTCCGGGCCCTCTTCTTCAACCTG

ACAACCGCCTGCATCGCGAGCAGCCATGCAATGCATGCATATATATTTGATTCTT

TCGCTGATCGATCATGCCCTCAGATACACGGTGCCGGAGTTAAATTTTTTTTGTTG

GAAATCAATGTGCAAATTCAAATGAGAATGATCATTTTAACCAGTTGTGATCAAT

CTGAACTGCTAATGCATGCACACACCTAAGCTACTACCTCTACTATTTAGGCCCTG

TTTTGCACGGCTCTTAGCTTTGAGCAGCTCCAAACTCTAGTGCGTTGATACAAAA

ACATTCCATACTTACTACTAGATATATACATAATTACATATAGATACAACATTAGT

TTTATAAAAGTGAAACGATAA 




