IDENTIFICATION

Species: Sorghum bicolor Rio
Locus: SbRi0.07G178100

Gene Model: SbRi0.07G178100.1.p
Description: SbrEXPA-28

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
KEGG:-

EXTERNAL RESOURCES
https://www.sorghumbase.org/post/sorghum-bicolor-rio
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Query seq.
Superfanilies PLNOOOSO

+ Name Accession Description Interval E-value
[+] PLN00050 super famity c131535 expansin A; Provisiona 56-281 9.02e-84
SEQUENCES

Peptide

>ShrEXPA-28

MSGSWMAPPRLLVSSLLVAVLAVAAADVANAGGAKPLTPGGRVVHHNHGKFTAGE
WKRAHATFYGGRDGSGTTAGACGYKDTRSEGYGVQTVAVSSVLFGNGAACGGCYE
VRCVDSPDGCKPPGAAAAAAALVVTATNLCPPNEQQSADSGGWCNPPREHFDLSMP
AFLQIAEEKAGIVPVSYRRVACARQGGIRYAIAGNKYFNMVTVTNVGGAGDVAAVS

VKGSKRVKWTELKRNWGVVWQTGEDLTCESLTFRVMTGDHRKATSWHVLPEDWK
FGVTYQASKNF*

CDS (coding sequence)
>ShrEXPA-28

ATGTCTGGTTCGTGGATGGCGCCACCGCGTCTCCTGGTGTCGTCGCTGCTGGTCGC
CGTGCTCGCGGTGGCGGCCGCCGATGTCGCCAATGCCGGCGGCGCCAAGCCCCTG
ACGCCCGGCGGGCGCGTGGTGCACCACAACCACGGCAAGTTCACCGCCGGCGAG
TGGAAGCGCGCCCACGCGACCTTCTACGGCGGCCGGGACGGGTCCGGCACCACG
GCGGGCGCGTGCGGGTACAAGGACACGCGGTCCGAGGGCTACGGCGTGCAGACG
GTGGCCGTGAGCTCGGTGCTGTTCGGCAATGGCGCGGCCTGCGGCGGTTGCTACG
AGGTGCGGTGCGTGGACAGCCCCGACGGGTGCAAGCCGCLCLCGGLCGLCGGLGGLGE
CGGCGGCGGCGCTGGTGGTGACGGCGACGAACCTGTGCCCGCCCAACGAGCAGC
AGTCGGCGGACAGCGGCGGGTGGTGCAACCCGCCGCGGGAGCACTTCGACCTGT
CCATGCCGGCGTTCCTCCAGATCGCGGAGGAGAAGGCCGGCATCGTGCCCGTCTC
CTACCGGCGGGTGGCGTGCGCGAGGCAGGGCGGCATCCGGTACGCCATCGLCCGG
GAACAAGTACTTCAACATGGTGACGGTCACCAACGTGGGCGGCGCCGGCGACGT
GGCGGCGGTGTCGGTGAAGGGGAGCAAGCGCGTCAAGTGGACGGAGCTGAAGCG
CAACTGGGGGGTAGTGTGGCAGACCGGGGAGGACCTCACCTGCGAGTCGCTGAC
GTTCAGGGTGATGACCGGCGACCACCGCAAGGCCACGTCGTGGCACGTCCTCCCC
GAGGACTGGAAGTTCGGCGTCACGTACCAGGCGTCCAAGAACTTCTAA

Nucleotide
>ShrEXPA-28

TAACAATAATAATAATTAAAAAAATGTCTGGTTCGTGGATGGCGCCACCGCGTCT
CCTGGTGTCGTCGCTGCTGGTCGCCGTGCTCGCGGTGGCGGCCGCCGATGTCGCC
AATGCCGGCGGCGCCAAGCCCCTGACGLCLCCGGLCGGGLCGCGTGGTGCACCACAAC



CACGGCAAGTTCACCGCCGGCGAGTGGAAGCGCGCCCACGCGACCTTCTACGGC
GGCCGGGACGGGTCCGGCACCACGGCGGGCGCGTGCGGGTACAAGGACACGCGG
TCCGAGGGCTACGGCGTGCAGACGGTGGCCGTGAGCTCGGTGCTGTTCGGCAATG
GCGCGGCCTGCGGCGGTTGCTACGAGGTGCGGTGCGTGGACAGCCCCGACGGGT
GCAAGCCGCCCGGCGCGGLCGGLGGCGGLCGGCGGCGCTGGTGGTGACGGCGACGA
ACCTGTGCCCGCCCAACGAGCAGCAGTCGGCGGACAGCGGCGGGTGGTGCAACC
CGCCGCGGGAGCACTTCGACCTGTCCATGCCGGCGTTCCTCCAGATCGCGGAGGA
GAAGGCCGGCATCGTGCCCGTCTCCTACCGGCGGGTGGCGTGCGCGAGGCAGGG
CGGCATCCGGTACGCCATCGCCGGGAACAAGTACTTCAACATGGTGACGGTCACC
AACGTGGGCGGCGCCGGCGACGTGGCGGCGGTGTCGGTGAAGGGGAGCAAGCGC
GTCAAGTGGACGGAGCTGAAGCGCAACTGGGGGGTAGTGTGGCAGACCGGGGAG
GACCTCACCTGCGAGTCGCTGACGTTCAGGGTGATGACCGGCGACCACCGCAAG
GCCACGTCGTGGCACGTCCTCCCCGAGGACTGGAAGTTCGGCGTCACGTACCAGG
CGTCCAAGAACTTCTAATGAGTAGCCATCACTCTCCGGGCCCTCTTCTTCAACCTG
ACAACCGCCTGCATCGCGAGCAGCCATGCAATGCATGCATATATATTTGATTCTT
TCGCTGATCGATCATGCCCTCAGATACACGGTGCCGGAGTTAAATTTTTTTTGTTG
GAAATCAATGTGCAAATTCAAATGAGAATGATCATTTTAACCAGTTGTGATCAAT
CTGAACTGCTAATGCATGCACACACCTAAGCTACTACCTCTACTATTTAGGCCCTG
TTTTGCACGGCTCTTAGCTTTGAGCAGCTCCAAACTCTAGTGCGTTGATACAAAA
ACATTCCATACTTACTACTAGATATATACATAATTACATATAGATACAACATTAGT
TTTATAAAAGTGAAACGATAA





