IDENTIFICATION

Species: Populus trichocarpa
Locus: Potri.017G092700

Gene Model: Potri.017G092700.1.p
Description: PtEXPA-27

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Ptrichocarpa v4 1
KEGG: https://www.genome.jp/entry/gn:T01077

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Ptrichocarpa_v4_1
https://www.genome.jp/entry/gn:T01077

GENE STRUCTURE

PIEXPA-27
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DOMAIN ARCHITECTURE

s 10 125 150 175 200 226 260 258
P T N W M T SR N PSS R (S T SN ST S AN TS TN TN A ST SR TN T RSN SO W S S A T W WU T S |

Query seq.
Superfanilies PLN0O0OS0O

+ Name Accession Description Interval E-value
[+] PLNOO050 super family cl31535 expansin A; Provisional 33-254 1.30e-96
SEQUENCES

Peptide

>PtEXPA-27

MASFKNSFACLVLMALLGVARSDQISFGEKIDSSWYDAHATFYGDIKGGQTMMGAC
GYGDLFKQGYGLQTAALSTALFNNGQTCGACFELKCVNDPQWCKNHAGTIKITATN
LCPPNYGASNAWCNPPQQHFDLSMPMFLTIAEYRAGIVPVKYRRILCSKEGGVKFDIH
GNPYWMLVLVRNVAGAGEVINVRIKGSQTRWIQMSRNWGOQNWQTGTDLVGQSLSF
LVTTSDYKRLYFNDVAGADWSFGQAYDGKINF*

CDS (coding sequence)
>PtEXPA-27

ATGGCTAGTTTCAAGAACTCCTTTGCTTGTTTAGTGTTAATGGCACTTCTGGGAGT
GGCTAGGAGTGACCAAATTAGCTTTGGTGAAAAAATAGACAGTTCATGGTATGAT
GCACATGCAACTTTTTATGGGGACATAAAAGGAGGACAGACAATGATGGGAGCT
TGTGGCTATGGCGATCTCTTCAAACAAGGGTATGGACTTCAAACAGCAGCCTTAA
GCACAGCACTCTTCAACAATGGACAAACCTGTGGTGCTTGCTTTGAACTCAAGTG
TGTGAATGATCCACAATGGTGCAAAAACCATGCTGGCACCATCAAAATCACAGC
AACCAATTTATGCCCTCCCAATTACGGAGCTTCCAATGCTTGGTGCAACCCACCA
CAGCAACATTTTGATCTATCGATGCCCATGTTTCTAACGATCGCAGAATATAGAG
CAGGGATTGTCCCTGTTAAGTATCGCAGAATCTTGTGTTCCAAGGAAGGAGGGGT
TAAGTTTGACATTCATGGCAATCCCTATTGGATGCTTGTGTTAGTGCGCAATGTTG
CAGGGGCTGGTGAAGTTATTAATGTCAGGATTAAGGGCTCACAAACTCGTTGGAT
ACAGATGTCAAGAAACTGGGGACAGAACTGGCAGACCGGGACTGATCTCGTTGG
ACAAAGCTTGTCATTCCTAGTTACTACAAGTGACTACAAGAGATTATACTTTAAT
GATGTTGCCGGAGCTGACTGGAGTTTTGGACAAGCTTACGATGGGAAAATAAACT
TTTAG

Nucleotide
>PtEXPA-27

ATGGCTAGTTTCAAGAACTCCTTTGCTTGTTTAGTGTTAATGGCACTTCTGGGAGT
GGCTAGGAGTGACCAAATTAGCTTTGGTGAAAAAATAGACAGTTCATGGTATGAT
GCACATGCAACTTTTTATGGGGACATAAAAGGAGGACAGACAATGAGTACGTGT
GTGTGTATGTTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATTTCTTTCATA
TCAAGTATTATTTATTCATTTTGTGTGGTTTTCTGCTGGTGAAAACAACAGATATG



TATATTGATTTCCTAATGTGTTGATTATATATTGGCAGTGGGAGCTTGTGGCTATG
GCGATCTCTTCAAACAAGGGTATGGACTTCAAACAGCAGCCTTAAGCACAGCACT
CTTCAACAATGGACAAACCTGTGGTGCTTGCTTTGAACTCAAGTGTGTGAATGAT
CCACAATGGTGCAAAAACCATGCTGGCACCATCAAAATCACAGCAACCAATTTAT
GCCCTCCCAATTACGGAGCTTCCAATGCTTGGTGCAACCCACCACAGCAACATTT
TGATCTATCGATGCCCATGTTTCTAACGATCGCAGAATATAGAGCAGGGATTGTC
CCTGTTAAGTATCGCAGAATCTTGTGTTCCAAGGAAGGAGGGGTTAAGTTTGACA
TTCATGGCAATCCCTATTGGATGCTTGTGTTAGTGCGCAATGTTGCAGGGGCTGGT
GAAGTTATTAATGTCAGGATTAAGGGCTCACAAACTCGTTGGATACAGATGTCAA
GAAACTGGGGACAGAACTGGCAGACCGGGACTGATCTCGTTGGACAAAGCTTGT
CATTCCTAGTTACTACAAGTGACTACAAGAGATTATACTTTAATGATGTTGCCGG
AGCTGACTGGAGTTTTGGACAAGCTTACGATGGGAAAATAAACTTTTAG





