IDENTIFICATION

Species: Oryza brachyantha
Locus: XP_015695042

Gene Model: XP_015695042.1
Description: ObEXPA-03
Family: Alpha Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/10862?genome assembly 1d=1593936
KEGG: https://www.genome.jp/entry/T02995

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/organism/1941498



https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936
https://www.genome.jp/entry/T02995
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GENE STRUCTURE
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Query seq.
Superfanilies PLNO0OOSO

P PLND00S0 super famy 525 exparainA: Provekna pesertion ore  27oete
SEQUENCES

Peptide

>ObEXPA-03

MELLGLLAVAVVAAMAVVEVAAGGDSDWSSGRATFYGGSDASGTMGGACGYGNL
YSAGYGTNTAALSTALFNNGQSCGACFEVRCAGGGSCVAGATVAVTAXEDGGWAN
PPHAHFDMAEPAFTKIAQSRAGVVPVQYRRVACAKQGGIRFTVTGHSYFNLVLVSNV
GGAGDVTAVSIKGSLSGWQAMSHNWGANWQNGANLDGQPLSFKVTASDGRTVTC
DNVAPSGWSFGQTFTGGQF

CDS (coding sequence)
>0bEXPA-03

ATGGAGCTGCTAGGGTTGCTAGCTGTTGCCGTGGTGGCGGCGATGGCGGTCGTGG
AGGTCGCTGCCGGCGGCGACTCCGACTGGAGCAGCGGGCGCGCCACGTTCTACG
GCGGCAGCGACGCGTCGGGGACGATGGGGGGAGCGTGCGGGTACGGCAACCTGT
ACAGCGCCGGGTACGGGACGAACACGGCGGCGCTGAGCACGGCGCTGTTCAACA
ACGGGCAGAGCTGCGGCGCGTGCTTCGAGGTCCGGTGCGCCGGCGGCGGGAGCT
GCGTGGCGGGGGCCACGGTGGCGGTGACGGCGNNAGAGGACGGGGGGTGGGLC
AACCCGCCGCACGCGCACTTCGACATGGCCGAGCCGGCGTTCACCAAGATCGCGC
AGTCCCGCGCCGGCGTGGTGCCCGTGCAGTACCGGCGCGTGGCGTGCGCCAAGC
AGGGCGGCATCCGGTTCACCGTCACCGGCCACTCCTACTTCAACCTGGTGCTCGT
CAGCAACGTCGGCGGCGCCGGCGACGTCACGGCGGTGTCCATCAAGGGCTCGCT
GTCCGGGTGGCAGGCCATGAGCCACAACTGGGGCGCCAACTGGCAGAACGGCGC
CAACCTCGACGGCCAGCCCCTCTCCTTCAAGGTCACCGCCAGCGACGGCCGGACC
GTCACCTGCGACAACGTCGCGCCCTCCGGCTGGTCCTTCGGCCAGACCTTCACCG
GTGGCCAGTTCTAG

Nucleotide
>0ObEXPA-03

CCATTTGCCATGTTACCACACCTTCCCGCCAAATCCCATGACGCCGACAGGTGGG
CCCGGCCGACTGTGTCTTCGAGTTTAACCAATACCAACATGCATCATTATTTATTA
ACGTAAAAACAAACAATTAACCCTGACGAAAGTTAATTTTTCGTTAGGGAGAGG
GAAAAGAAAAAAAAAACAAGATTCGTTCGTACACGTAGCACTTGATGATCGTCA
GTTTCGTCAGCACGATTTCCGATGCAGCGGCGCATCCCGACGACGTACGGCTATA
TATACAGCTTCAGCTTCGTCAGCTGCTAATACCATCCATCCAGTCCAGCTCCCAAT



CAAATTTTCAGAGCTAATTAGCAGCAAACGCCCTAGCTAGTGCTGCCATTAGCAG
GTAGGTTCATTAGTTTGCTTTAATCTCTAGCTAATTACTACTACTCTAGTATGGTA
ATTATGTTGCACTGGTTGCAATTAATGGTGATATGGTGTCGTTGCATTTGTGTTTC
AGGATGGAGCTGCTAGGGTTGCTAGCTGTTGCCGTGGTGGCGGCGATGGCGGTCG
TGGAGGTCGCTGCCGGCGGCGACTCCGACTGGAGCAGCGGGCGCGCCACGTTCT
ACGGCGGCAGCGACGCGTCGGGGACGATGGGGGGAGCGTGCGGGTACGGCAACC
TGTACAGCGCCGGGTACGGGACGAACACGGCGGCGCTGAGCACGGCGCTGTTCA
ACAACGGGCAGAGCTGCGGCGCGTGCTTCGAGGTCCGGTGCGCCGGCGGCGGGA
GCTGCGTGGCGGGGGCCACGGTGGCGGTGACGGCGAGAGGACGGGGGGTGGGLC
AACCCGCCGCACGCGCACTTCGACATGGCCGAGCCGGCGTTCACCAAGATCGCGC
AGTCCCGCGCCGGCGTGGTGCCCGTGCAGTACCGGCGCGTGGCGTGCGCCAAGC
AGGGCGGCATCCGGTTCACCGTCACCGGCCACTCCTACTTCAACCTGGTGCTCGT
CAGCAACGTCGGCGGCGCCGGCGACGTCACGGCGGTGTCCATCAAGGGCTCGCT
GTCCGGGTGGCAGGCCATGAGCCACAACTGGGGCGCCAACTGGCAGAACGGCGC
CAACCTCGACGGCCAGCCCCTCTCCTTCAAGGTCACCGCCAGCGACGGCCGGACC
GTCACCTGCGACAACGTCGCGCCCTCCGGCTGGTCCTTCGGCCAGACCTTCACCG
GTGGCCAGTTCTAGCCGCCCGCCGTCGCCGTCGCCGGAGCCGGAGGAGGGGCTCT
GTGTTTTGAAGCAGCTCTAACTCTCCGCTGACGTCATCGCGTCGGGGCGGTTACC
GTTTTCGCTACTGCAAGGCGTATTTTAAAACTCCGTTGTACTGAGAGATGAGTGG
GTGCGTTTCTGCTGCTTCGTAGACGTATTCTTGCAGGGATGCTTTAGGTGTTGAGA
ATGGCCGGCAGTGGTGACGAGCACAATGGCTAGTCACCCGCCCAATGACATGTTG
TAGTACGTACGTATGTACCATTAATCTGCATCTTTTGCACGCAATGCTTTAATTAT
TGTAGTTTTGACTTAAGATTTCTACGATGATGACAATGCCTTCTTAATTACATCTC
GTGTACCCTATATGTATTCTAGAGAGTCCTCATCGCAAGCATCACTAAGCATTCTC
AAACAAACTCTTGGTCTCACTCTCCAAACCAAATTTGGTAATTCTAGACAAAAAA
AAATTGACTCCAAGA





