IDENTIFICATION

Species: Oryza sativa Kitaake

Locus: OsKitaake12g169200

Gene Model: OsKitaake12g169200.1.p
Description: OskEXPA-32

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake v3 1
KEGG:-

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/bio data/185326



https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326
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DOMAIN ARCHITECTURE

Superfanilies PLNOOOS0

List of domain hits d

-+ Name Accession Description Interval E-value
[+] PLNO0O50 super family cl31535 expansin A; Provisional 82-288 9.68e-62

SEQUENCES
Peptide
>0OskEXPA-32

MDTTTTMAPLPLLTTTSLLLFFFLASSFAADVVVAGGGGGGGGYDGGGDGEGGGGG
DGEGGGGGGGAKMPHVNHGRYKCGPWVDGHATFYGGRDASGTTEGGACGYKDA
DGYGAMTAAVSPALFDNGAGCGACYELKGDSGKTVVVTATNQAPPPVNGMKGEHF
DLTMPAFLSIAEEKLGVVPVSYRKVACVRQGGIKYTITGNPSYNMVMVKNVGGAGD
VVKLTVKGTKRVKWTPLOQRSWGQLWKTEANLTGESLTFRVMTGDHRKATSWRVA
PRDWTYDNTYQAKKNF*

CDS (coding sequence)
>0OskEXPA-32

ATGGACACAACGACGACCATGGCGCCTCTCCCTCTCCTCACCACGACGTCTCTGC
TGCTCTTCTTCTTCCTCGCGTCGTCGTTCGCCGCCGACGTCGTCGTCGCGGGCGGC
GGCGGCGGCGGCGGCGGCTACGACGGCGGCGGCGACGGCGAAGGLGGLGGLGE
CGGCGACGGCGAAGGCGGCGGCGGLCGGCGGCGGAGCCAAGATGCCGCACGTGA
ACCACGGCAGGTACAAGTGCGGGCCGTGGGTGGACGGGCACGCGACGTTCTACG
GCGGGCGCGACGCGTCGGGCACGACGGAGGGCGGCGCGTGCGGGTACAAGGAC
GCCGACGGGTACGGCGCGATGACGGCGGCGGTGAGCCCCGCCCTGTTCGACAAC
GGCGCCGGGTGCGGCGCGTGCTACGAGCTCAAGGGGGATTCCGGGAAGACCGTC
GTGGTGACGGCCACCAACCAGGCGCCGCCGCCAGTGAACGGGATGAAGGGCGAG
CACTTCGACCTCACCATGCCGGCGTTCCTCTCCATCGCCGAGGAGAAGCTCGGCG
TCGTGCCCGTCTCCTACCGAAAGGTGGCGTGCGTGAGGCAGGGCGGGATAAAGT
ACACGATAACGGGGAACCCGTCGTACAACATGGTGATGGTGAAGAACGTGGGCG
GCGCGGGGGACGTGGTGAAGCTGACGGTGAAGGGGACCAAGCGGGTGAAGTGG
ACGCCGCTGCAGCGCAGCTGGGGCCAGCTCTGGAAGACGGAGGCCAACCTCACC
GGCGAGTCGCTCACCTTCCGGGTCATGACCGGCGACCACCGCAAGGCCACCTCCT
GGCGCGTCGCCCCCCGCGACTGGACCTACGACAACACCTACCAGGCCAAGAAGA
ACTTCTAG

Nucleotide
>0OskEXPA-32

CAAAGCCCACCACTTGCCGGTCCGCCATGAATCTATCAAAGCAAGATTTAGCTGC
TTCATAAACTTAATAATACCCAATTACCCATCCATTCGATCATCTCCGGTTAATTT



CATGGACACAACGACGACCATGGCGCCTCTCCCTCTCCTCACCACGACGTCTCTG
CTGCTCTTCTTCTTCCTCGCGTCGTCGTTCGCCGCCGACGTCGTCGTCGCGGGCGG
CGGCGGCGGCGGCGGCGGCTACGACGGCGGCGGCGACGGCGAAGGLCGGLGGLG
GCGGCGACGGCGAAGGCGGCGGCGGLCGGCGGCGGAGCCAAGATGCCGCACGTG
AACCACGGCAGGTACAAGTGCGGGCCGTGGGTGGACGGGCACGCGACGTTCTAC
GGCGGGCGCGACGCGTCGGGCACGACGGAGGGCGGCGCGTGCGGGTACAAGGA
CGCCGACGGGTACGGCGCGATGACGGCGGCGGTGAGCCCCGCCCTGTTCGACAA
CGGCGCCGGGTGCGGCGCGTGCTACGAGCTCAAGGGGGATTCCGGGAAGACCGT
CGTGGTGACGGCCACCAACCAGGCGCCGCCGCCAGTGAACGGGATGAAGGGCGA
GCACTTCGACCTCACCATGCCGGCGTTCCTCTCCATCGCCGAGGAGAAGCTCGGC
GTCGTGCCCGTCTCCTACCGAAAGTAAGTACTCACGTGTCTATATATATGTAACGT
GATATCATGGATGATTTACGTGCTGATCGATGTCATGCTCACATCGTACTAACATC
GTCCCAAAATATTGCTACCCTAGTTCTCGATAGGACATTTCAAATCCAGTCTTATT
ATAAAGTTATAATCCACTAATTCTAATACTCAACATGTAATCATGACACCTCATC
ATCCGCTAGCATTAATTAAAAATAAAACTTACGCAAGCATGCAACATTATCTATA
ATTCATTGAACTCTACAAATCAACATCCAATCATCTTCACTCACATTATTCTTCAC
AATATTTTTAACATATATATATATATATATATATCCATTATTTTTATAATACTTAAC
ATATATTTATCCATATAATCAATGTGCGGAATATCATATTTCATCTACAAATCTCA
TACAGAGTCTACTATGTATTAATCTCTTACCATATAGTTTGACAAACCAATTTTAT
TTGTTGTTAATAACTAATATAAATTTTACTTTTAGCTCGATTATTAAAAAAAACTT
TAAAAGCTCTTTATTAATTTTCGCAGCAAAGTGCGGGGAAATGTTCCATCGGAAA
CTAGCGCTTAGTACCTAGTATTATATACTACCTCCATATTTTAATGTATGACACCG
TTGATTTTTTGTCCAACGTTTAACCATTCGTCTTATTCAAAAAATTTATGTAAATA
TTATTTATTTTATTATGACTTGATTCATCATAAAATGTTCTTTAATCATGACATACA
TATTTTCATATTTGCACAAATAATTTGAATAAAATGAATGGTCAAACGTTGGTCA
AAAAGTCAACGGCATCATACATTAAAATACAGTGGGAGGGAGTATTGAATAGGT
CTGCTACCTATATTTCATGCTCGCATACTCTCTCCGGTTTCATTTTAATTAACGTTT
TGGACAATGATATGGTCTACAAGATACATTTTTGACCTTATTTTTCTATTATAATA
TATATAATAAATAAATGCATGTTTACTTTTATTATAGCATTTTAAAAGACAAATCT
ATATATGTTCTTCTAATTCCTTTAAACTAAATATTTTTAAAGTTATTGGTGGCCAA
AGTTATAAAAAGTTTGACCTCAATCTTGTCTAAAACGTCAACTAATATGGAACCG
GAGGGAGTACCATTTTCTCAACGTCATCCCATGCGCTAGCACTCGTCCTTGCGTA
ATAATCCCTTTGTATTACTCGATGATTAATTTGCACATCGGTGTGCGTGCATGCAG
GGTGGCGTGCGTGAGGCAGGGCGGGATAAAGTACACGATAACGGGGAACCCGTC
GTACAACATGGTGATGGTGAAGAACGTGGGCGGCGCGGGGGACGTGGTGAAGCT
GACGGTGAAGGGGACCAAGCGGGTGAAGTGGACGCCGCTGCAGCGCAGCTGGGEG
CCAGCTCTGGAAGACGGAGGCCAACCTCACCGGCGAGTCGCTCACCTTCCGGGTC
ATGACCGGCGACCACCGCAAGGCCACCTCCTGGCGCGTCGCCCCCCGCGACTGGA
CCTACGACAACACCTACCAGGCCAAGAAGAACTTCTAGCTGATCGATTTTTTTCA
ACTTATTTACTTATAATATTTTTACCTCTCCCTCCGTTCTCTCCCTACTTAATTGAT
GAATTTTTGGAAGTGAAAACTAATTAACACTGAATTTTTTTCTTACGAATTAATCC
TCTGCGTATTTACTAATTTGAGTTTGAAAGAATTCGTTGATAGTGATATTTGATGG
ATATTCATGTAAGCTTTGGAATCTTAAATTTTGATGTACTGGTCGAAAATGCCATT
AGCATTGCATTTATTCTGTTTTTATTATTATTATTTTGGCTTCAAAGACCAATTTTT
CTGACGGTTCCAACACTGTGATGGTTTTCCCTAATGTGTCCACGTCAGAAATTGA
ATTTTTACAAACCCGTTGTACTTATTTCTGTTGTGCCGTCAGTACTTATTTTTCTTT
GCAGAAACCCACAGGAAAATGAATTCTTCGATGGACCTTTTTCTGACGGCAGTTT




CTGTCGGTTCACCACAGGAATTTTTCTGTAACGGTAAAATTTATTTTTCTAATGGT
CCAGCCAAACATGCTAGCTCGAGCATGTGGTCTATGTCTCCTACTCTCTAGAATTA
ATATATGCTACTGTATTATGTTGGGCGTTCCGACAACTATAAACTCCCTATCTTAT
TAAATATGTCTATAGATTATTGTAGTAATAATGGGCTTAAATTTGTAATGATGTTA
ATCATAACATCTCTTTAGACGGGTGTGTAGCTGATAGTCACATTAGTATATCTCAC
ACATACATATATTTGCTCA





