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Species: Nicotiana sylvestris
Locus: XP_009762738

Gene Model: XP_009762738.1
Description: NsSEXPA-19
Family: Alpha Expansin

3D structure:
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+ Name Accession Description Interval E-value
[+] PLND0193 super family 33423 expansin-A; Provisional 37-262 1.22e-127
SEQUENCES

Peptide

>NsSEXPA-19

MAINDQKQYHHFPFLFLLFLAICLQHSCGYSHNGGHSGWNNAHATFYGGADASGTM
GGACGYGNLYSQGYGTNTAALSTALFNSGLSCGSCYELKCNVNAEHRWCLAGIITV
TATNFCPPNYAPANNNGGWCNPPLQHFDLAEPAFLKIALYRAGIVPVLYRRVSCRKK
GGMRFTINGHSYFNLVLITNVGGAGDIRSVAIKGSRTGWQDMSRNWGQNWQSHSYF
NGQSLSFKVTASNGKTITSYNVAPANWQFGQTFEGGQFP

CDS (coding sequence)
>NsSEXPA-19

CCAACCATAAAACAGTACTCAATACAATCAATAAGTAACAAAATGGCTATTAATG
ACCAAAAGCAATATCATCATTTTCCATTTCTTTTCCTCCTTTTTCTTGCAATATGTT
TGCAACACTCTTGTGGATACTCTCACAATGGAGGGCATAGTGGTTGGAACAACGC
CCATGCAACATTCTATGGTGGTGCTGATGCTTCCGGTACAATGGGTGGAGCATGT
GGATATGGCAACTTGTATAGCCAAGGTTATGGTACAAACACTGCAGCCTTGAGTA
CTGCACTCTTTAACAGTGGGTTGAGTTGTGGTTCTTGCTATGAACTCAAGTGCAAT
GTAAATGCAGAGCATCGATGGTGTCTAGCTGGTATTATCACTGTCACAGCCACCA
ATTTCTGCCCGCCAAATTATGCACCGGCTAATAATAATGGTGGCTGGTGCAATCC
CCCTCTTCAACACTTTGATTTGGCTGAGCCTGCTTTCTTGAAAATTGCTCTATATA
GAGCTGGCATTGTCCCTGTCCTTTATAGAAGGGTGTCTTGCAGGAAGAAAGGAGG
AATGAGGTTCACCATTAATGGCCATTCCTACTTTAATCTTGTATTGATAACCAACG
TTGGAGGTGCTGGAGACATCCGATCAGTGGCCATAAAAGGATCAAGAACAGGAT
GGCAAGACATGTCAAGAAATTGGGGTCAAAATTGGCAGAGTCACTCTTACTTTAA
TGGCCAAAGCCTTTCTTTCAAAGTCACAGCAAGTAATGGCAAGACAATTACTAGC
TACAACGTCGCTCCTGCCAATTGGCAATTTGGTCAAACTTTTGAAGGAGGTCAAT
TCTAAAATAAGTTACATGTTTTGATACTCAGCCAGTGCTTTTAAGGAGGTCTTTAT
TTTTCAAACAATATATGTACGTACGAAGTTATTTTCGTCAAAAAGAAAGTGGAAA
GGTCGGAATTAAGTGTCTATGCCCTGTTGATTAGTGTCGCAAATTTATAATGCTAG
GTCTAACGACAGCACCTGGCAAGAATTACAACAAATGAATGTAGAAACATGTTT
ATGTTATATATTTTAATTGATGTGAATATATTATTA

Nucleotide

>NsEXPA-19



TTTTGGACAGCATAGCTATTTTACACCCTACTATGATCTTTCTTAAAGTAATACTG
CGACTCGGGAACTAACCAAAAGGTAAAACTAATAAATGTTAAAATCGGGTAATC
TCAAAACTCCAAAACGCATATTTGATTGGTGTTGGAAAAGTGCTATTTGGTCGGG
GTCTAATCATAAGGGGTGCTAACTAGCCCGTTAATCTGTTAGTTCGTCCTTCTCCT
AAAATTTCCACTTATATGATATAAATACAATATTACGAGTGAGAAAATGTACGCT
TTTTCATTAGGCGATGACGACAGGTTTAAGAATAGATTTCTCTGCATTTTCTAGAA
GATATTTAGGCTATTTTCGCTTTGTGGTAGGTTTTACCGACAGGCCGTGGCAGTAA
TGGATCTGCTTCTGCAAGGAGAAACATGTAGGTCTCCTAAATTGATATTTACTTTG
AGACACTACAAATTGTTTCTAAAATCATTTCATATTTTCGGATACCAGAACTAAA
GTAATAATATATTCACATCAATTAAAATATATAACATAAACATGTTTCTACATTCA
TTTGTTGTAATTCTTGCCAGGTGCTGTCGTTAGACCTAGCATTATAAATTTGCGAC
ACTAATCAACAGGGCATAGACACTTAATTCCGACCTTTCCACTTTCTTTTTGACGA
AAATAACTTCGTACGTACATATATTGTTTGAAAAATAAAGACCTCCTTAAAAGCA
CTGGCTGAGTATCAAAACATGTAACTTATTTTAGAATTGACCTCCTTCAAAAGTTT
GACCAAATTGCCAATTGGCAGGAGCGACGTTGTAGCTAGTAATTGTCTTGCCATT
ACTTGCTGTGACTTTGAAAGAAAGGCTTTGGCCATTAAAGTAAGAGTGACTCTGC
CAATTTTGACCCCAATTTCTTGACATGTCTTGCCATCCTGTTCTTGATCCTTTTATG
GCCACTGATCGGATGTCTCCAGCACCTCCAACGTTGGTTATCAATACAAGATTAA
AGTAGGAATGGCCATTAATGGTGAACCTCATTCCTCCTTTCTTCCTGCAAGACACC
CTGCCATACATATACCATAAAACAATCTCCTTTAGACATGGGCGAATGTAGCATT
GCAGTACCGGATTCATCTTGAACCCAATATTTTTGAAGTATAAATTTATAGGTAA
AAATTTACTACAATTGCAACAAATACTATATTAATTATAAAATTACAATAAATTC
AATATTAAAAATCTTAAAAATTGAACTTATAAAACTTAAAACCCAGATCTAGAAT
ATATCATTGTCTTTATGTGAGTTTCACAAAGTGTTCCAAGTCAAAGATGAAAGAG
GAGGAAGGTAGTATGTATGAAATTCTGTATAATCATAGTCAAATTATGAAGGTTA
TATATGTTTTAGGGGGTAAACTTCATGTATAGTCACAAAGCTCTAATCACTATAA
CAGTAAAGTCAAAAAGATATTTTTTTCATATTAAATTAAATGAATGATGTGTGAA
TTACTTAAAAGACACAAAAAATCGGAATATCAATTTTTTGGTGCTGAGATATAAC
ACTTAATTGCCATGTCACCGCAGCAATGGAGCCACTTTTACCAACGAGTTTCAAC
CGAATTCCCTTCTTTGAAAAATCGTATTATATATATATATATANNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
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NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
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NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNTATATATATATATATATATAACTAGGAGAAAATTCTTTTAAGTGTATAAAC
ATTAATTAAAGAAATCACCACGTAAATTTCATACTTAAATTCTGTGCGCAATCGA
ACATTAGTACATAAATTGGGACGGAAAGAGTACCTTCTATAAAGGACAGGGACA
ATGCCAGCTCTATATAGAGCAATTTTCAAGAAAGCAGGCTCAGCCAAATCAAAGT
GTTGAAGAGGGGGATTGCACCAGCCACCATTATTATTAGCCGGTGCATAATTTGG
CGGGCAGAAATTGGTGGCTGTGACAGTGATAATACCAGCTAGACACCATCGATG
CTCTGCATTTACATTGCACTTGAGTTCATAGCAAGAACCACAACTCAACCCACTG
TTAAAGAGTGCAGTACTCAAGGCTGCAGTGTTTGTACCATAACCTTGGCTATACA
AGTTGCCATATCCACATGCTCCACCTGAAAAAATTATGTTCCAAACAAGATTAAA
TCTTGAGTACATGACGTAAAAGTAACACCATAATGGGTCATATGGCTCGAACTAT
GTATACGTATGTTTATATAAAAGAAGAGGCAACCATGGTGCACTATGCTTCCGCT
CTGCACGAGGTTCAAAAGTTCTTATAAGAGACTATTATTTCTTTGGCTTGAATCCA
TGACCTCCTAGTCATACATCGACAACTTTTACTGTTAATCCAAGACTCCCCTTCAA
AGAATTCGTAATGTACACTTATAATAATATCATATACTCTATTAGAAGGCAATGA
CCTAATGACGTACTCTAGATTCTGAATTTCGGCTTCTCTACTCTTACGCCAATATT
TTAAGAATTAGCGTAAATACATACCCATTGTACCGGAAGCATCAGCACCACCATA
GAATGTTGCATGGGCGTTGTTCCAACCACTATGCCCTCCATTGTGAGAGTATCCA
CAAGAGTGTTGCAAACATATTGCAAGAAAAAGGAGGAAAAGAAATGGAAAATG
ATGATATTGCTTTTGGTCATTAATAGCCATTTTGTTACTTATTGATTGTATTGAGTA
CTGTTTTATGGTTGGGAGTTGAGACTTTGCTGAAGATGTGAGGCTAATGCATGGC
TATTTATAGAGATGTAGAGTATGAGATTTTTAAGTATACAATATGGTCCCTACTCT
ACAGGACCCCTCCCCGTTTTGTGTTGGTCCCCCATCAAAAAGTTTTGAAAGAAAA
TATTTTTAGGTTATTATGATATTAATTATATGAAGGATATATAAAAGTGAACGGTT
ATCACGTTTGAACCGGCCAAGAACCTAACCAAGTGATTGAGTTTAATTCACAAAT
TGTATAGCATACATTTATGTTTTCTTTTAATTTTTAAAGAATTACCTAAACAGCTG
CCAACTAACCACTTAAACTAAAATCGACCGACGAACACACACACATATATAATTG
TATATAAATTAGTGTATAATGTACATAGTGAATCCAATCGGCTATTTGTATATAA
ATTCCATTTTTAATCATTTAATAGAGACGACCGATCACCTCTTTTTAATTTCTTCAT
GACAATGTTTTCATT




