
IDENTIFICATION 

Species: Panicum hallii 

Locus: Pahal.9G388200 

Gene Model: Pahal.9G388200.1.p 

Description: PhEXPB-20 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1  

KEGG: https://www.genome.jp/entry/T07366  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Phallii_v3_1
https://www.genome.jp/entry/T07366


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PhEXPB-20 

MGAPSSLPAAAALLLLSLLAGVHCREAQLDVGGADAAGAETYNASDAAVYWGPW

QKARATWYGQPNGAGPDDNGGACGFKHTNQYPFMSMGSCGNQPLFKDGKGCGSC

YKIRCTKDKSCSGKAETVIITDMNYYPVSKYHFDLSGTAFGRLAKPGLNDKLRHSGII

DIEFTRVPCEFPGLKIGFHVEEYSNPVYFAVLVEYEDGDGDVVQVDLMESKTAHGPA

TGRWTPMRESWGNVWRLDTNHRMQAPFSIRIRNESGKTLVAHNVIPANWRPNTFYR

SFVQYS* 

CDS (coding sequence) 

>PhEXPB-20 

ATGGGCGCCCCCTCCTCCCTCCCCGCCGCGGCGGCGCTCCTGCTCCTGAGCCTCCT

CGCCGGCGTGCACTGCCGCGAGGCCCAGCTCGACGTCGGCGGCGCCGACGCGGC

CGGCGCCGAGACCTACAACGCCAGCGACGCCGCCGTGTACTGGGGCCCCTGGCA

GAAGGCCCGCGCCACCTGGTACGGCCAGCCCAACGGCGCCGGCCCCGACGACAA

CGGTGGTGCGTGCGGCTTCAAACACACCAACCAGTACCCGTTCATGTCCATGGGG

TCCTGCGGCAACCAGCCATTGTTCAAGGACGGCAAGGGCTGCGGCTCCTGCTACA

AGATTCGGTGCACCAAGGACAAGTCCTGCTCCGGCAAGGCGGAGACGGTGATCA

TCACCGACATGAACTACTACCCGGTGTCCAAGTACCACTTCGACCTCAGCGGCAC

CGCGTTCGGCCGGCTCGCCAAGCCCGGCCTCAACGACAAGCTCCGCCACTCAGGC

ATCATCGACATCGAGTTCACCAGGGTGCCGTGCGAGTTCCCGGGCCTGAAGATCG

GTTTCCACGTGGAGGAGTACTCGAACCCCGTCTACTTCGCGGTGCTCGTCGAGTA

CGAGGACGGCGACGGCGACGTGGTGCAGGTGGACCTGATGGAGTCGAAGACGGC

GCACGGGCCGGCGACGGGGCGGTGGACGCCGATGCGCGAGTCCTGGGGCAACGT

CTGGCGCCTCGACACCAACCACCGCATGCAGGCGCCCTTCTCCATCCGCATCCGC

AACGAGTCCGGCAAGACGCTCGTCGCCCACAACGTCATCCCGGCCAACTGGAGG

CCCAACACCTTCTACCGCTCCTTCGTCCAGTACAGCTGA 

 

 

 



Nucleotide 

>PhEXPB-20 

GCAGGGCTAGGCAGGGGGGTGCTCGGCCCCGGCTCGGTCGACTGGACTGAGCCC

ACAGCCCAGGGCCATGTGCGCCCCAACATGGCACGTTCTCCCTCGCTCCTCTCTG

CTCACTCACTGCGTCCACACACACAGGGTTCGGGTTCTCACTTCTCCCCCTTCCAG

TTAGCGTGCCGGTGCCCATCTGGCTTATAAATAGGCCCACACGGCTCCACGGCCA

CCACCACCCACCACTTGCTCGCACTCGCTTCGCTCACTGTGCCCGCCCGCACTGCC

TGTAGCCAGCCAAGAGGAAGCCGAGAGGGCGAGCGAAGGCGGCCATGGGCGCC

CCCTCCTCCCTCCCCGCCGCGGCGGCGCTCCTGCTCCTGAGCCTCCTCGCCGGCGT

GCACTGCCGCGAGGCCCAGCTCGACGTCGGCGGCGCCGACGCGGCCGGCGCCGA

GACCTACAACGCCAGCGACGCCGCCGTGTACTGGGGCCCCTGGCAGAAGGCCCG

CGCCACCTGGTACGGCCAGCCCAACGGCGCCGGCCCCGACGACAACGGTGAGCA

CCAGCATTCCGAGATCTCTCTCTCTCTCTCTATTTCCCTCTCGCGGCCTCGCCCCGC

TTGCATTTCCTGGTGCCTTGTTCGTCGATCTGGGCAATGCGGCTCACGAATCCCTC

ACGAATCTTGGCAGGTGGTGCGTGCGGCTTCAAACACACCAACCAGTACCCGTTC

ATGTCCATGGGGTCCTGCGGCAACCAGCCATTGTTCAAGGACGGCAAGGGCTGCG

GCTCCTGCTACAAGGTAAAAAACAAACATTTGCAGGTTTTTTTACTCCATCCTACC

TGAAGCACAAACTGTGAAATGTTTTTATTTTGCCGAAACAATTCTACGAGGAAAC

CTTAAAGAATGCGCCTAATAAAAAAAATCTAGAGGTGTAGGAGTGGCAACTGTT

AAAGTGGGACGCTGCCGTACAGTCCCGTCCGGTCCACCGGAAAGCAGAGCAGCT

GCTGCCCGTGGGCCCCGCGTGCATGTGCGCGACCCACTCGATCTCCGTGACGGCG

TCATTTGCTGTGCATTGACGCTTGCCCGCTCGCGCGGATCTCGCAGATTCGGTGCA

CCAAGGACAAGTCCTGCTCCGGCAAGGCGGAGACGGTGATCATCACCGACATGA

ACTACTACCCGGTGTCCAAGTACCACTTCGACCTCAGCGGCACCGCGTTCGGCCG

GCTCGCCAAGCCCGGCCTCAACGACAAGCTCCGCCACTCAGGCATCATCGACATC

GAGTTCACCAGGTCCGTACCGGTCCTCTCACTCTCTTCTCGTATTTATGCTCTGTTC

AGTTCTGTTCTGCTGCCACTGGATGTAGAAGGCACCTCTTACTCACACTGCAGTA

GTAGTCGTTAGCAGTAGAACTGTAGAAGTGGTAGTACCATGACGTGGTAGTGAA

GCTGCCCGTCAAATTGTTACCGGTGGTAGTAGCAGTAGTGCTTGTAGTTTCCCTCC

CAAATCCGCTGTTGAATTTGGCGGCGCGGCTAGTGAAAGTTTGGTGGGGAGGCGG

GCCACCGACCCAACCGCGCGCATTACTGCGCCCCTCCTCTCGCCGGAGGCCGTCG

GACACCGCATGTGCGGCAAAGTGGCACAGCTGACAAAGGCCACTTTTATTGCGCT

GCCGCACAGCACCCCCCAGCATGCTCATTTTCGGCTACTAGTGGGCGCACCCCTT

TTGCAGCCCAACCCGGCGGATCTGCGCGCACTGTTGCAACACGCCACCGGCCAAC

CCGTTTCCCTTGCGCTTTCCCTTTGTATTGTAGTACCTGTTTGTGCAGCTGCTATTA

AACATTAACAGGCAGCCTTGCCTTGGGCCCCGGCCGAAAGAAAACAGGACAGAT

TCCTTTGCGGCAGAGCTGGATTAGCAGGCAGGTTCAGGATTGCACCCTGCTGATG

ATGTTTTTTCGTTGTACGCGCAGGGTGCCGTGCGAGTTCCCGGGCCTGAAGATCG

GTTTCCACGTGGAGGAGTACTCGAACCCCGTCTACTTCGCGGTGCTCGTCGAGTA

CGAGGACGGCGACGGCGACGTGGTGCAGGTGGACCTGATGGAGTCGAAGACGGC

GCACGGGCCGGCGACGGGGCGGTGGACGCCGATGCGCGAGTCCTGGGGCAACGT

CTGGCGCCTCGACACCAACCACCGCATGCAGGCGCCCTTCTCCATCCGCATCCGC

AACGAGTCCGGCAAGACGCTCGTCGCCCACAACGTCATCCCGGCCAACTGGAGG

CCCAACACCTTCTACCGCTCCTTCGTCCAGTACAGCTGATCCCCCGGGCCCCGCGC

CGTGCCCGCAATTGGAGCTGGCACGCCCGCCCGGCCTCCCGGCTACTGCTGCTAC

TACTAGTACGGCGGGAACGGAACGGCTAGTCGTCGAGGGTTGTCTCTCTGGTCAT



CGTGTCGTTGCAGTTGTATCATCACCACCGCCCGTCCACCGTGGGAGGGGGAGTC

GTTGCGTTTGGGGGCGCGCGCGTGGCTTTTAGGTGGAGCGCCATGTGCGAGTGTT

CTGTGTGAGTGGAGGGGATCCTAGCCGCGGGCGGGCGTGAGGGGGAGGGAAAAA

ATTTATAAGCCGTGTGGGAAAATGGAGGAGGCAGGCGTACAAGGTACGCTCTCC

CGCCCACTCTCGCTTTATAATTTATATCATCAATCATCAAGATCATCATCTCCGTT

TCGGATCGGTGATTAATTAATCGGAAAAGTATATTGTAATGTATAAACGCAGTTT

CCCGAGCTTGAGCAGACCCCCTCTTCTGGTCATCTGCTGCATGTTCTTGTGCTTGT

TCATCGCATTTT 


