
IDENTIFICATION 

Species: Setaria viridis 

Locus: Sevir.9G241400 

Gene Model: Sevir.9G241400.1.p 

Description: SvEXPA-24 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SvEXPA-24 

MVSASSASVLLLLFKAPYTARPGRNNPSTIVRSTSSFSCPLSRSPAHLTGAIIAANKMG

SATAMLLEFVAVAALLATSATAQYWNSGTATFYGGKDGSGTMGGACGYDNLYNQ

GYGVLNAALSQVLFNDGASCGQCYNIKCDTSKSAWCKPGYSVTITATNLCPPNYAIT

TNGGGWCNPPRAHFDMSQPAWEQIGIYRAGIIPVLYQRVPCSRQGGVRFTISGFNYFQ

LVLVTNVAASGSIRSMSVKGANTGWIAMTRNWGALWQCSSALVGQGLSFMVISTGG

QTLYMNNVVPGWWTFGMTFATNLQFYQ* 

CDS (coding sequence) 

>SvEXPA-24 

ATGGTATCGGCCTCGTCAGCTTCAGTCCTCCTGCTCTTATTTAAGGCGCCGTACAC

TGCCCGTCCTGGTCGTAACAATCCATCCACCATCGTCCGATCGACTTCTAGCTTCT

CTTGTCCTCTCTCTAGATCCCCAGCTCATCTCACAGGTGCCATCATCGCTGCCAAC

AAGATGGGCAGCGCCACGGCGATGCTGCTTGAGTTCGTCGCCGTTGCCGCGCTTC

TCGCCACGTCGGCGACGGCGCAGTACTGGAACAGCGGGACGGCGACGTTCTACG

GCGGCAAGGACGGTTCCGGGACGATGGGCGGCGCGTGCGGGTACGACAACCTGT

ACAACCAGGGGTACGGCGTGCTGAACGCGGCGCTGAGCCAGGTGCTGTTCAATG

ACGGCGCGTCATGCGGGCAGTGCTACAACATCAAGTGCGACACCAGCAAGTCCG

CGTGGTGCAAGCCCGGCTACTCCGTCACCATCACCGCCACCAACCTGTGCCCGCC

CAACTACGCCATCACCACCAACGGCGGCGGCTGGTGCAACCCGCCGCGCGCACA

CTTCGACATGTCCCAGCCGGCGTGGGAGCAGATCGGCATCTACCGCGCCGGCATC

ATCCCCGTCCTCTACCAGCGGGTGCCGTGCTCCAGGCAGGGAGGGGTGAGGTTCA

CCATCTCCGGGTTCAACTACTTCCAGCTGGTGCTCGTCACCAACGTCGCCGCCAG

CGGCTCCATCCGGTCCATGTCGGTGAAGGGGGCCAACACCGGGTGGATCGCCATG

ACGCGGAACTGGGGCGCGCTGTGGCAGTGCAGCTCGGCGCTCGTCGGCCAGGGG

CTCTCCTTCATGGTCATCTCCACCGGCGGCCAGACGCTGTACATGAACAACGTCG

TGCCGGGGTGGTGGACCTTCGGCATGACCTTCGCCACCAACCTCCAGTTTTACCA

ATAG 

Nucleotide 

>SvEXPA-24 



TAATTGTCAAGGCTTTGACATGGCGCCCTGCATTTGCATATATGCACGCGCATGT

GAGCTTCGCTAGCGTTAGGACTTAGGAGGGCCGCCGGGCAATCACCGCCCTATAT

TCCCTGCCAACGACCATCATTCCGATCATTCCCTGCCATGGTATCGGCCTCGTCAG

CTTCAGTCCTCCTGCTCTTATTTAAGGCGCCGTACACTGCCCGTCCTGGTCGTAAC

AATCCATCCACCATCGTCCGATCGACTTCTAGCTTCTCTTGTCCTCTCTCTAGATC

CCCAGCTCATCTCACAGGTGCCATCATCGCTGCCAACAAGATGGGCAGCGCCACG

GCGATGCTGCTTGAGTTCGTCGCCGTTGCCGCGCTTCTCGCCACGTCGGCGACGG

CGCAGTACTGGAACAGCGGGACGGCGACGTTCTACGGCGGCAAGGACGGTTCCG

GGACGATGGGTACGTACTGCTACCAATGCAGCATGTCGGCGCGCCGCGTCGCAAC

CAGCAGCCTCCGCCACTGCAGATGGCGAGCTTCATTGCAACAGCTTCGTTCCTGA

CGGTACTCTGCAATTCTGAGCTTGCAGGCGGCGCGTGCGGGTACGACAACCTGTA

CAACCAGGGGTACGGCGTGCTGAACGCGGCGCTGAGCCAGGTGCTGTTCAATGA

CGGCGCGTCATGCGGGCAGTGCTACAACATCAAGTGCGACACCAGCAAGTCCGC

GTGGTGCAAGCCCGGCTACTCCGTCACCATCACCGCCACCAACCTGTGCCCGCCC

AACTACGCCATCACCACCAACGGCGGCGGCTGGTGCAACCCGCCGCGCGCACAC

TTCGACATGTCCCAGCCGGCGTGGGAGCAGATCGGCATCTACCGCGCCGGCATCA

TCCCCGTCCTCTACCAGCGGTACGTTCGTCGTAAATGCATTATCGATAAACCTCGC

CGCCGCCGCCTCTCGCGACACAGCCCAAGCTTAATTACATTACCATACCATGGCG

TGTGCAGGGTGCCGTGCTCCAGGCAGGGAGGGGTGAGGTTCACCATCTCCGGGTT

CAACTACTTCCAGCTGGTGCTCGTCACCAACGTCGCCGCCAGCGGCTCCATCCGG

TCCATGTCGGTGAAGGGGGCCAACACCGGGTGGATCGCCATGACGCGGAACTGG

GGCGCGCTGTGGCAGTGCAGCTCGGCGCTCGTCGGCCAGGGGCTCTCCTTCATGG

TCATCTCCACCGGCGGCCAGACGCTGTACATGAACAACGTCGTGCCGGGGTGGTG

GACCTTCGGCATGACCTTCGCCACCAACCTCCAGTTTTACCAATAGTTCACAGCG

CATAATTGCATGTGCGTGTGCCTGCCTCTGGGATTAAATTAATTAATACATCAGTT

GACTTAATGGGGTGTGTATGTCTGTAATGTGGGGGTTGATCTGGGATTTTGATCTG

TGTAATCACATTTTGTCGATTTTGTTTCTACTACCTGTACATGCACATCAGTTTATT

TGTTGTCGGTTGATATATATTACATTATTTTTTTTCCATTTTGATTTGGACCTGAGA

ATTAAGTTTATCAGAAC 




