IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.2G111300

Gene Model: PhHAL.2G111300.1.p
Description: PhhEXPB-05

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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Query seq.
specific hits Pollen_allerg_1
Superfanilies ' OFEE_R1pA_EXP_N-Tike superfamily Pollen_allerg_1 superfamily

List of domain hits e
Name Accession Description Interval E-value
[+] DPBB_RIpA_EXP_N-like super family cl41724 double-psi beta-barrel foid of RIpA, N-terminal domain of expansins, and similar domains; The 91-215 2.48e-56
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P, Pil and Pill from Lolium perenne 223-299 1.08e-27

>PhhEXPB-05

MAKLCSVLVAAVVVLSLLTSPIDCTRKLSKPRPKPKPKPVSHRPAPAAKVSHKPAAP
AVKVSRKPAPAAKAHRNYTATPSSPSTVYGSGGWLSGAGATYYGAPNGDGGEGGA
CGYQTAVGKQPFDSMIAAGSTPLYRGGEGCGACYEVKCTTNAACSGHPVTIVITDQS
PGGLFPGEVAHFDMSGTALGAMAKPGMADKLRAGGVLRIQYRRVQCKYPGVNVAF
KVDQGANPFYFDVLVEFEDDDGDLSAVELMEAGSRAWTPMAHNWGATWRLNNGR
RLNAPFGLRLTSGSGRVLVVNNAIPAGWKPGTTYRSLVNYP*

CDS (coding sequence)
>PhhEXPB-05

ATGGCGAAGCTTTGCTCAGTGCTGGTGGCCGCAGTGGTCGTGCTCTCGCTTCTGA
CGAGCCCCATTGATTGCACCCGCAAGCTCAGCAAGCCCAGGCCAAAGCCCAAGC
CCAAGCCGGTCAGCCACAGGCCGGCACCGGCAGCCAAGGTCAGCCACAAGCCGG
CGGCGCCTGCCGTCAAGGTCAGCCGCAAGCCGGCGCCTGCGGCCAAGGLCCCACC
GCAACTACACCGCCACCCCTTCCTCGCCGTCCACCGTGTATGGCTCCGGCGGCTG
GCTGTCCGGCGCCGGGGCCACGTACTACGGCGCCCCCAACGGCGACGGCGGCGA
AGGCGGCGCGTGCGGGTACCAGACCGCCGTCGGGAAGCAGCCGTTCGACTCGAT
GATCGCCGCCGGGAGCACGCCGCTGTACAGGGGCGGCGAGGGCTGCGGCGLCTG
CTATGAGGTCAAATGCACGACCAACGCGGCCTGCTCCGGCCACCCGGTGACCATC
GTGATCACCGACCAGTCCCCCGGCGGGCTGTTCCCCGGCGAGGTCGCCCACTTCG
ACATGAGCGGCACGGCGCTGGGCGCCATGGCGAAGCCCGGCATGGCCGACAAGC
TCCGCGCCGGCGGCGTCCTGAGGATCCAGTACAGGCGGGTGCAGTGCAAGTACC
CCGGCGTGAACGTCGCCTTCAAGGTGGACCAGGGCGCCAACCCGTTCTACTTCGA
CGTGCTGGTCGAGTTCGAGGACGACGACGGCGACCTCAGCGCCGTGGAGCTCAT
GGAGGCCGGCAGCCGGGCCTGGACGCCCATGGCGCACAACTGGGGCGLCCACGTG
GCGGCTCAACAACGGCAGGAGGCTCAACGCGCCCTTCGGGCTCCGGCTCACCTCC
GGCTCCGGAAGGGTGCTCGTCGTCAACAACGCCATCCCCGCCGGGTGGAAGCCC
GGGACGACCTACCGGTCGCTGGTCAACTACCCCTGA



Nucleotide
>PhhEXPB-05

TTGTTGTGCGCCGTCGACCCCTCTCCTCCAAAGTGCCCTCCCTCCCTATAAATAGC
CCACTCGTGCCCACTGTTTCAGCTCATCCAAGAACAATCGAGCTAGCTGAGCATA
TCCTATCCAGTTAGCTAGCTCACGCATAGCCTCTGAACTCCGAGTGGTAAGCTTG
GAAGGACAAGAAGCAGCAGCAGCAATGGCGAAGCTTTGCTCAGTGCTGGTGGCC
GCAGTGGTCGTGCTCTCGCTTCTGACGAGCCCCATTGATTGCACCCGCAAGCTCA
GCAAGCCCAGGCCAAAGCCCAAGCCCAAGCCGGTCAGCCACAGGLCLGGLCALCCGG
CAGCCAAGGTCAGCCACAAGCCGGCGGCGCCTGCCGTCAAGGTCAGCCGCAAGC
CGGCGCCTGCGGCCAAGGCCCACCGCAACTACACCGCCACCCCTTCCTCGLCGTC
CACCGTGTATGGCTCCGGCGGCTGGCTGTCCGGCGCCGGGGCCACGTACTACGGC
GCCCCCAACGGCGACGGCGGCGAAGGTTAGTAGTGTGTCCATGCCTGTCACGTTG
ACTTGACGCCGTAGTGTGTACCGTACATTGCGGGTGGTTGTTGTGCCGGGCGGTG
CACTGACCGGTGTCGCTGAAACTGTGAACGCAGGCGGCGCGTGCGGGTACCAGA
CCGCCGTCGGGAAGCAGCCGTTCGACTCGATGATCGCCGCCGGGAGCACGCCGCT
GTACAGGGGCGGCGAGGGCTGCGGCGCCTGCTATGAGGTCAGCAACTCGTATGC
TCGTGTAAATGGTGGTCTGGCACACGGCCTGCCACTGAACTGTGGTAGCTCAATT
ATTGCAAAGCTGTCGGCTGGTCGTCCATGTCCTAACTCAAAAACTACGGTAAAAA
TGTGCAGGTCAAATGCACGACCAACGCGGCCTGCTCCGGCCACCCGGTGACCATC
GTGATCACCGACCAGTCCCCCGGCGGGCTGTTCCCCGGCGAGGTCGCCCACTTCG
ACATGAGCGGCACGGCGCTGGGCGCCATGGCGAAGCCCGGCATGGCCGACAAGC
TCCGCGCCGGCGGCGTCCTGAGGATCCAGTACAGGCGGGTGCAGTGCAAGTACC
CCGGCGTGAACGTCGCCTTCAAGGTGGACCAGGGCGCCAACCCGTTCTACTTCGA
CGTGCTGGTCGAGTTCGAGGACGACGACGGCGACCTCAGCGCCGTGGAGCTCAT
GGAGGCCGGCAGCCGGGCCTGGACGCCCATGGCGCACAACTGGGGCGCCACGTG
GCGGCTCAACAACGGCAGGAGGCTCAACGCGCCCTTCGGGCTCCGGLCTCACCTCC
GGCTCCGGAAGGGTGCTCGTCGTCAACAACGCCATCCCCGCCGGGTGGAAGCCC
GGGACGACCTACCGGTCGCTGGTCAACTACCCCTGAATCGTTCTTGCATTGCCAC
CAATGGAGGAGCAGTGCGTGGTGAGAAATGTGCGTCCAGGTTTCGCGAGAGGCG
GTGTCAAAGGAGGAGGAGGTTGAAGAAGGGAATGGTGTTCTTCCCTCCCTCCACG
GTCTCTGCATTCCCCTAGTGATGTGTGAACCGTGCCTGTAGTTTCATTTCTTCCTTG
GTCCCTATTGTGCTGTGGTGGAAAGAGAGTTAGAATCTTGAGCTGCGACAAATGT
TGCATGCCAAGTCATCTAGTTGTGTGTTTTTGAATTTTGTACTTAGTGCGTACGTC
GAAAATCCTTTCAAAATTCAGAGAAATGAATTACTGCCTTGGTAATTTTCAATC






