IDENTIFICATION

Species: Sorghum bicolor

Locus: Sobic.001G300500

Gene Model: Sobic.001G300500.1.p
Description: SbEXPB-03

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor v3 1 1
KEGG: https://www.genome.jp/entry/T01086
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Specific hits Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-1ike superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_EXPB_N 227! N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 59-180 2.73e-77
{+] Pollen_allerg_1 plam01357 Pollen allergen; This family contains allergens ol P1, Pl and PIll from Lolium perenne 189-270 2.28e-28

MGFPSSSLPAAAAAAALVLLALLAGGGECREAQFDATDAAGAGAENFNTSDAAVY
WGPWQKARATWYGQPNGAGPDDNGGACGFKHTNQYPFMSMGSCGNQPLFKDGK
GCGSCYKIRCTKDRSCSGRAETVIITDMNYYPVSKYHFDLSGTAFGRLAKPGLNDKL
RHSGIIDIEFTRVPCEFPGLKIGFHVEEYSNPVYFAVLVEYEDGDGDVVQVDLMESKT
AHGPPTGRWTPMRESWGSIWRMDTNHRMQPPFSIRIRNESGKTLVARNVIPANWRPN
TFYRSFVQYQ*

CDS (coding sequence)
>ShEXPB-03

ATGGGCTTCCCTTCTTCCTCCCTCCCCGCCGCCGCCGCGGCGGCGGCGCTCGTGCT
CCTGGCCCTGCTCGCCGGAGGAGGCGAGTGCCGGGAGGCCCAGTTCGACGCGAC
GGACGCGGCCGGCGCCGGCGCGGAGAACTTCAACACCAGCGACGCCGLCCGTGTA
CTGGGGCCCCTGGCAGAAGGCCCGGGCCACCTGGTACGGCCAGCCCAALCGGEGC
CGGCCCCGACGACAACGGTGGCGCGTGCGGCTTCAAGCACACCAACCAGTACCC
ATTCATGTCCATGGGGTCCTGCGGCAACCAGCCATTGTTCAAGGACGGCAAGGGC
TGCGGCTCCTGCTACAAGATTCGGTGCACCAAGGACAGATCCTGCTCCGGGLGGEG
CGGAGACGGTGATCATCACGGACATGAACTACTACCCGGTGTCCAAGTACCACTT
CGACCTCAGCGGCACGGCGTTCGGCAGGCTGGCCAAGCCCGGCCTCAACGACAA
GCTCCGCCACTCCGGCATCATCGACATCGAGTTCACCAGGGTGCCGTGCGAGTTC
CCTGGGCTGAAGATCGGTTTCCACGTGGAGGAGTACTCGAACCCCGTCTACTTCG
CGGTGCTGGTGGAGTACGAGGACGGCGACGGCGACGTGGTGCAGGTGGACCTGA
TGGAGTCCAAGACGGCGCACGGGCCCCCGACGGGGCGGTGGACGCCCATGCGELG
AGTCCTGGGGATCCATCTGGCGGATGGACACCAACCACCGCATGCAGCCGCCCTT
CTCCATCCGCATCCGCAACGAGTCCGGCAAGACGCTCGTCGCCAGAAACGTCATC
CCGGCCAACTGGAGGCCCAACACTTTCTACCGCTCCTTCGTCCAGTACCAGTAG

Nucleotide
>ShEXPB-03

GCTGCTGTGCTGAGCAAGGGGAGGTCCGGGCTAGGACGGCTGCGAGGCCCCGGL
TCGGTCGACTGATGAGCCCAGGCCAGGCCCATGTGCGCCCCAACATGGCACGTTC



TCCCTCGCTCCTCTGCTCCTAAACTGCGTACACACACACACAGAGAGAGAGAGAG
AGACACCACTCTCCCTCCCCGCTCGCTAGCGTGCCGGTGCTCATCTGGCCATCGG
GCTTATAAATAGGCCCACACGGCACCACGGCCACCACCACCCACCACTTCTCGCA
CTCCACTACTCACAGTCACCGCCGCTGCCGCCCACTGATTGTAGCTAGAGAGAGA
GAGAGAGGGCAAAGGGCGCAGGAAGGAGGCGCAGGCATGGGCTTCCCTTCTTCC
TCCCTCCCCGCCGCCGCCGCGGCGGLCGGCGCTCGTGCTCCTGGCCCTGCTCGLCG
GAGGAGGCGAGTGCCGGGAGGCCCAGTTCGACGCGACGGACGCGGLCCGGLGLLG
GCGCGGAGAACTTCAACACCAGCGACGCCGCCGTGTACTGGGGCCCCTGGCAGA
AGGCCCGGGCCACCTGGTACGGCCAGCCCAACGGCGCCGGCCCCGACGACAACG
GTGAGCGCATCCATCGGCATTCATTCCCAGATCTTCCCTCTTTCCCCTCGCGCCGG
CCTCTTCTTGTCCTTGGTGCCTTTGTGGTTGTGGGTGGCAATGTGGCTCACGAGAC
GAACGTACCTTGCTTTGCCTAGGTGGCGCGTGCGGCTTCAAGCACACCAACCAGT
ACCCATTCATGTCCATGGGGTCCTGCGGCAACCAGCCATTGTTCAAGGACGGCAA
GGGCTGCGGCTCCTGCTACAAGGTACTACTACAGTTCAGTAAAACACAACAGCTA
GCATGGAGTTTTTACCGACACCTCTCTCTATCTGAAGCATACAATTATTTTTATAC
TATAATAGGAGTATGTTTTCTGTACCCAAAACAATTCTACTAGTGCTCCACTTGTA
TTTTTTTTAAAATAAATCAATTGTCCTAAGAGTAAAATGTTGAGCTAGTAGAGCC
ATAAAACAAAATATAATACTCTCCGCTAGCAGTAGTAGTAACTGTTAGAGTAGGA
CGCTACCCGTACAGTCCAGGCCGGTCCTCGGAGCAGCACAGCCTGTGGTGGCTGT
ATGTGGGGCCCGCGTGCATGTGCGCGCCTCACTCGATCTCCGTGACAGTGCCACC
ATTTACTGTACATTTGACTCCTGCTTGATCTCGTATCTCGTACGTAGTATGGTAGT
AGATGAACGTACGTAGCTGACGGTTTTGCCCGCGGATGACGCAGATTCGGTGCAC
CAAGGACAGATCCTGCTCCGGGCGGGCGGAGACGGTGATCATCACGGACATGAA
CTACTACCCGGTGTCCAAGTACCACTTCGACCTCAGCGGCACGGCGTTCGGCAGG
CTGGCCAAGCCCGGCCTCAACGACAAGCTCCGCCACTCCGGCATCATCGACATCG
AGTTCACCAGGTCAGTGTCCGCGTCTTCTCTTCTCTTCTTTCTTCTGTTTGTGCTGC
CACTGGAAGTAGAAGTAGAAGGGACCTCACTCGCAGTGTAGCAGTAGCCTTGCT
GTCGAACTGTTACTGGTAGCAGTAGTTTCCCTCCACACCTGCTGTTTTAATTTATT
TTCGTAGCGCGGGCGCGCGGCAAGTGAAAAGTTTGGTGGGGAGGCGTCGTGCAT
CCAACAACCGCTCGCTGCCATTACTACTGCCGCTCGCGGGACACCGCATGTGCGG
CAAAGTGGCGCGCAGCTGCCCACAGGCCACTTTTATTGCGCTGCGCCCCCAACAT
GCTCAGTTTTGGCTACTAGTGGGCCGCACCCCTTTTGCATCCCACCGTATCTGCGT
CGGTCCACTGTTGCAACACGCCACCGCCGGTCCATTGCCTTCCCTTTCGCTTTCTC
CTGTACTCGAACATTGTTGCTGGATTAGGCTTGAGCAACACAGATTAGAGGACAT
TGGTTATTAACAAGATGCCCTAGTACCACTACTCCTACTTAAAAGCTGGCTGGAT
GTGTTTGCATTCGCAGGGTGCCGTGCGAGTTCCCTGGGCTGAAGATCGGTTTCCA
CGTGGAGGAGTACTCGAACCCCGTCTACTTCGCGGTGCTGGTGGAGTACGAGGAC
GGCGACGGCGACGTGGTGCAGGTGGACCTGATGGAGTCCAAGACGGCGCACGGG
CCCCCGACGGGGCGGTGGACGCCCATGCGCGAGTCCTGGGGATCCATCTGGLGG
ATGGACACCAACCACCGCATGCAGCCGCCCTTCTCCATCCGCATCCGCAACGAGT
CCGGCAAGACGCTCGTCGCCAGAAACGTCATCCCGGCCAACTGGAGGCCCAACA
CTTTCTACCGCTCCTTCGTCCAGTACCAGTAGTAGCACGTACGTACCTGATTGATT
GATTGATTGATTGGATCCCAGCCCAGCCCGGCCCAGCCCGCAATTGGAGTGGAAT
CCGGCTCGGTTCGGTTCGGTTCGGTCATCATCATCACTACGTACGTACTATACGCT
ACTACCACTAGACGACTACTACTGCTACCAAGTACGGCGAAACGGAACGGCTAG
TCGTTGTGTCTCTGGTCATCGTGTCGTTGCAGTTGTATCATGGTCCTTGGAGTGAG
TCGTTGCATGCATTGGGGGCGCGCTTTTAGGTCAGGCGTCATGTGCGAGTGTTTGT



GGGTCTGTAAGGCTGGCATGTGCATGGTGCGTGACCCTAATTGCAAAAAAAAAG
AGAGAGAGAACTAAGCCGTGTGGGAAAATGGAGGAGGCAGGCGTACAAGGTAC
GCTCTCCCGCCCACTATTGCTTTATAATTTATATCATCATCATCTTCTTCTTCAATC
CGATCGATCGGTGATTAATCGAAAAGTATATTGTAATGTATAAACACCATTTCCT
GAGCTTCCCTATTCGTTTTGCTCTCTTTTCTGTGCAGGCCTGATGAGGCTCCTGCA
TGTTAATTGTGTTTCCTTACCTCAGTGCAATTGTTTCTGACTGGATGAATGCTTTG
AGCATTCAGCATTGCTGTGCTGAAGCGAAACGCATGTACTGTACCTACCTACCTA
ATGTGCTTGTCTCAAGAAGTATATACTTCGCGATGCAGAAAGGCATAGTTGACCG
CGCATAGTTATCTCTCGCATATGAACAAACAACGCTTGGTTAACGTCTTGGGACA
AGAAATATTGGAAAAGCTTCCGTACAATCCTCAAGGAAGTTGTACTTGGCGGCAG
TGGCGCATCTAAGGTATTAACTGAGGGGCCACATGTCCCCAAGCCAAAATGTGTA
CAGTATTTGGCTGATTTGTTGTAAGAGAAAAAACATTGCTGAATGGTTGGTAGAT
ACGGATGATAAACTCAAACGAACAAGGCGTGTTTCTAACCCCTCCGTTTGTAAAA
GGATACAAATATATGGTTTCTGTTAGTGAAATTAGGTTAACTTTGATTAGTGTTAT
ATCGAATAGAGGTTTACTACAAAAATATAAATATATCATAATTGATTTAATAGCA
TTTATTTTGTAACATAAATGTTAGTCTACTTTTAGATAACTTTAGTTAAGCTTTGA
AATGTAAACCCCTAAAAGAATTTGCACCATTTTGTGGATGTAGGGAGTATTAATT
CACTTGAAATCAACAAACTTGGCTTGATAGGTTCTGAATCCTATATCCGTCACTTT
AAATCAACAAACTTGGCTTGATAGGTTTTGAATCCTATATCTAAGAAAG




