
IDENTIFICATION 

Species: Arabidopsis thaliana 

Locus: AT3G55500 

Gene Model: AT3G55500.1 

Description: AtEXPA-21 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

TAIR: https://www.arabidopsis.org/  

KEGG: https://www.genome.jp/entry/T00041  

 

https://www.arabidopsis.org/
https://www.genome.jp/entry/T00041


EXTERNAL RESOURCES 

https://www.gabipd.org/database/cgibin/GreenCards.pl.cgi?Mode=Show&QueryKey=197c0e

f939ecd1d29302d8a4a92c1bc3&x.Overview=1&Start=1  

GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>AtEXPA-21 

MAINPLILLTIFPLFLLLSFTDAGIPRVFSGGSWQTAHATFYGGNDASGTMGGACGYG

NLYSQGYGTNTAALSTSLFNSGQSCGACFEIKCVNDPKWCHPGNPSVFVTATNFCPP

NLAQPSDNGGWCNPPRSHFDLAMPVFLKIAEYRAGIVPISYRRVACRKSGGIRFTING

HRYFNLVLITNVAGAGDIARTSVKGSKTGWMSLTRNWGQNWQSNAVLVGQSLSFR

VTSSDRRTSTSWNIAPSNWQFGQTFVGKNFRV 

CDS (coding sequence) 

>AtEXPA-21 

ATGGCAATCAATCCATTGATTCTCTTAACCATATTCCCACTCTTCCTTCTCTTGAG

CTTCACCGACGCCGGAATCCCTAGAGTCTTCTCAGGTGGTTCTTGGCAAACCGCT

CACGCCACTTTCTACGGTGGAAACGATGCTTCGGGAACAATGGGTGGCGCGTGTG

GATACGGGAATCTGTATAGCCAAGGATACGGAACAAACACGGCGGCGCTGAGCA

CATCGTTGTTTAACAGTGGTCAAAGCTGCGGCGCATGCTTCGAAATCAAATGTGT

CAATGATCCCAAATGGTGTCACCCGGGTAATCCTTCTGTCTTCGTAACCGCAACC

AACTTTTGCCCTCCAAACTTAGCCCAGCCTAGCGACAATGGTGGCTGGTGCAACC

CGCCACGCTCTCATTTCGACCTCGCCATGCCCGTTTTCCTCAAGATCGCTGAGTAT

CGTGCCGGCATTGTCCCCATCTCTTACCGCAGGGTGGCATGTAGGAAGAGTGGAG

GGATAAGGTTCACGATCAACGGTCACCGTTACTTCAACTTGGTGCTGATTACGAA

CGTGGCCGGAGCAGGAGACATCGCGAGGACGAGTGTGAAAGGTTCAAAGACTGG

TTGGATGAGTTTAACTAGGAACTGGGGACAGAACTGGCAGTCTAATGCTGTTCTC

GTTGGTCAGTCACTTTCCTTCCGTGTTACATCCAGCGATCGTAGAACCTCTACTTC

ATGGAACATCGCTCCTTCGAACTGGCAGTTTGGACAAACCTTTGTCGGAAAGAAT

TTCAGGGTCTAA 

 

 

https://www.gabipd.org/database/cgibin/GreenCards.pl.cgi?Mode=Show&QueryKey=197c0ef939ecd1d29302d8a4a92c1bc3&x.Overview=1&Start=1
https://www.gabipd.org/database/cgibin/GreenCards.pl.cgi?Mode=Show&QueryKey=197c0ef939ecd1d29302d8a4a92c1bc3&x.Overview=1&Start=1


Nucleotide 

>AtEXPA-21 

TATTTCTCTAACTTTGGAGTTCTCTCCACCAATATAAATAGCGATCTTCACAAGTG

TATTTTCCACCATCCTCAAGTTCCTCTCTAAGCCTTCTAGTCTAACAATTTTCTCAA

GCTTTCTCCAATTCAATTAAAAATACTTACCAAAATGGCAATCAATCCATTGATTC

TCTTAACCATATTCCCACTCTTCCTTCTCTTGAGCTTCACCGACGCCGGAATCCCT

AGAGTCTTCTCAGGTGGTTCTTGGCAAACCGCTCACGCCACTTTCTACGGTGGAA

ACGATGCTTCGGGAACAATGGGTCAGTCTACTCTCCTTAAACACATATTTCAAGA

ACCATACTTCATTTATCATTATACCAACTCTCTAAAACAGAGTGCTCTGTTTCTTG

TTCCTTTAATTTACTTTTGTTTTTGTTGTTGTTATTTTAGGTGGCGCGTGTGGATAC

GGGAATCTGTATAGCCAAGGATACGGAACAAACACGGCGGCGCTGAGCACATCG

TTGTTTAACAGTGGTCAAAGCTGCGGCGCATGCTTCGAAATCAAATGTGTCAATG

ATCCCAAATGGTGTCACCCGGGTAATCCTTCTGTCTTCGTAACCGCAACCAACTTT

TGCCCTCCAAACTTAGCCCAGCCTAGCGACAATGGTGGCTGGTGCAACCCGCCAC

GCTCTCATTTCGACCTCGCCATGCCCGTTTTCCTCAAGATCGCTGAGTATCGTGCC

GGCATTGTCCCCATCTCTTACCGCAGGTATACTTAAACATCCCTATATGTAGCCTA

CGATTTGAGAAATGATTCGTATATAAAAGAAGTTGCAAATGCAATGAATCAAAAT

GCTAAGATTACGAAATGTGGGTATTTGTATAGGGTGGCATGTAGGAAGAGTGGA

GGGATAAGGTTCACGATCAACGGTCACCGTTACTTCAACTTGGTGCTGATTACGA

ACGTGGCCGGAGCAGGAGACATCGCGAGGACGAGTGTGAAAGGTTCAAAGACTG

GTTGGATGAGTTTAACTAGGAACTGGGGACAGAACTGGCAGTCTAATGCTGTTCT

CGTTGGTCAGTCACTTTCCTTCCGTGTTACATCCAGCGATCGTAGAACCTCTACTT

CATGGAACATCGCTCCTTCGAACTGGCAGTTTGGACAAACCTTTGTCGGAAAGAA

TTTCAGGGTCTAAAGTGAATTGATGATACCGAAACATTCGAAATGGTAGAGACAA

AAAGAAGCTCCACTTTCGATTTGCACATCTTTGACTATGTATTTTTCTATTAAGCT

TTTTACTGTGCTGGGGAGTTATGTGGTAATTATTGGGAAGTGTAAGAAAGACAAG

TTGAAGTGGCTGTTGATAAAAGTTGTAAACAGCCCGCAGCTCTTAAAATTATATG

CATGGTTTGCTTGTAATGTCAAATTTCATTATATAATCTACCACTTGCTTATACTA

AAGTTCGATCTTCTCTTCTTTTCTCTGTTAGCATGAAAAATGTGGCTACAATATTA

A 

 


