IDENTIFICATION

Species: Prunus persica

Locus: Prupe.3G014800

Gene Model: Prupe.3G014800.1.p
Description: PrpEXPA-08
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Ppersica_v2_ 1
KEGG: https://www.genome.jp/entry/gn:T03092

EXTERNAL RESOURCES
https://www.rosaceae.org/species/prunus persica/genome v2.0.al



https://phytozome-next.jgi.doe.gov/info/Ppersica_v2_1
https://www.genome.jp/entry/gn:T03092
https://www.rosaceae.org/species/prunus_persica/genome_v2.0.a1
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Query seq.
Superfanilies PLNOOOS0

+ Name Accession Description Interval E-value
[+] PLN0O0050 super family 535 expansin A Provisiona 41-264 1.63e-89
SEQUENCES

Peptide

>PrpEXPA-08

MSPTLQLLLPLLLLTFLASTALSHLPSSSVTTTTSLSIYDWQSARATYYAASDPRDAVG
GACGYGDLVKAGYGMATVGLSEPLFERGQICGACFVLRCVDDMRWCIPGTSIIVTAT
NFCAPNYGFTADGGGHCNPPNKHLVLPIEAFEKIAIWKAGNMPVQYRRIKCRKEGGI
RFTIDGSNIFISVLITNVAGVGDIVSVKIKGSRTGWLPMGRNWGQNWHVSADLKNQP
LSFEVTSSDGLTVTSYNVAPKAWNFGQTFEGKQFL*

CDS (coding sequence)
>PrpEXPA-08

ATGTCACCAACTCTGCAGCTGCTGCTGCCGCTCCTCCTCCTCACATTTCTAGCCTC
CACAGCCCTCTCCCACTTGCCTTCATCCTCCGTCACTACCACCACCTCACTCTCCA
TCTACGACTGGCAGTCCGCACGCGCCACCTACTACGCCGCTTCGGACCCCCGCGA
CGCCGTCGGCGGCGCCTGCGGCTACGGAGATTTGGTGAAGGCCGGCTACGGCAT
GGCAACGGTGGGGCTGAGCGAGCCTCTGTTCGAGCGCGGCCAGATCTGCGGCGC
GTGCTTCGTGCTCCGCTGCGTCGATGACATGCGCTGGTGCATTCCGGGCACCTCC
ATCATCGTCACCGCCACCAACTTCTGCGCCCCTAACTACGGCTTCACCGCCGACG
GTGGGGGCCACTGCAACCCTCCCAACAAGCACCTGGTGCTCCCCATCGAGGCCTT
CGAGAAGATCGCCATTTGGAAAGCTGGCAATATGCCCGTCCAGTATCGCAGGATC
AAGTGTAGAAAGGAAGGAGGAATTCGTTTCACCATAGATGGTTCTAATATCTTTA
TCTCAGTGCTGATCACCAATGTCGCTGGTGTCGGAGACATAGTTTCTGTGAAGAT
CAAAGGTTCAAGAACCGGTTGGCTTCCAATGGGACGAAATTGGGGCCAAAACTG
GCATGTCAGTGCTGATCTAAAAAACCAACCTCTTTCTTTCGAGGTCACTAGCAGC
GATGGGCTCACAGTTACATCTTACAACGTAGCTCCCAAGGCTTGGAACTTTGGAC
AGACATTTGAAGGGAAGCAGTTTCTGTGA

Nucleotide
>PrpEXPA-08

GGTGTGAGCCCCAACGCGAGTGACAGCGTCCCACGAGGTGAAAAGCAAAAAACA
TTACACTCACTCGAGACTTCCGTCTATTACTTCATTTATTAGCATCTTTGTCACTGT
GGCTCTTTCTCTCCTCCATCGTTCGCTTTACTCGCTCACTCACTCACTCACTCACTC
TACCTCCTGGTAAGAAGAAAGCAAATTAAGAACACCAAGACAAACATAAAACAA
AAACAAGAAGGACCACATCAAGAAATGTCACCAACTCTGCAGCTGCTGCTGCCG



CTCCTCCTCCTCACATTTCTAGCCTCCACAGCCCTCTCCCACTTGCCTTCATCCTCC
GTCACTACCACCACCTCACTCTCCATCTACGACTGGCAGTCCGCACGCGCCACCT
ACTACGCCGCTTCGGACCCCCGCGACGCCGTCGGCGGCGCCTGCGGCTACGGAGA
TTTGGTGAAGGCCGGCTACGGCATGGCAACGGTGGGGCTGAGCGAGCCTCTGTTC
GAGCGCGGCCAGATCTGCGGCGCGTGCTTCGTGCTCCGCTGCGTCGATGACATGC
GCTGGTGCATTCCGGGCACCTCCATCATCGTCACCGCCACCAACTTCTGCGCCCCT
AACTACGGCTTCACCGCCGACGGTGGGGGCCACTGCAACCCTCCCAACAAGCACC
TGGTGCTCCCCATCGAGGCCTTCGAGAAGATCGCCATTTGGAAAGCTGGCAATAT
GCCCGTCCAGTATCGCAGGTAAAGTTGGTTATTATTTGCTTATTAATTGGTTTTTG
GGGCTTCCAATTTTGTTGCCTTCAACTTTACTCTTTCTTAGTTTTAGATTTGGGACC
AAAACTAATAAATTCCGGAAAATAAAAAATAAAAACGGGACTTTGGCATCACAT
TTTCTTAAATGTGAATTTATTATGAGAAAAAAGCAAATATGAGGCGAGTGAAGCT
GAAAATGGTAACTTTTGGATTCAACAGCAAGTTTTAGAGAGGCAAATCGGGTAGC
AGATCAAACCCTAATGGCCTATATAGGATGCCGAGGTAGTTGTAATCGAATACGA
ACCCTAATGAGATACGAAGATGAATAAGGGGTCTTAATCAGAGTAAGAATCTTC
GTGGAATAGAAAGATGACAAAGAAGGTTTGCTGAGGCAACTCTGATAGAACAAC
TTCACACACACACTGGTCCAGGATTTTGTGGCATTTGGGTACATGGGAATGTATTT
GGATCTCTCTCACCTTTGGCACCAATGAGGCATCTTACCTCACATGACTCAAATA
GGCTGCTAGTTGCAGAAAAATGAGGAAATACTGTCAAGACGAGTCTCATTTATTT
GAACCATGCAAATACTAGAATGCGGAATTGAAAGGTCCATTTTTGGATTTGTTCT
AAAAAAGAGAAGACAAGAAGAAATCTTGAAAAATAAGATTTGTGCAAGTCTAAA
GAACACTTTACCAAGTTGTAAACTTAGCTTAACTCTGTATTTAAGTTCTGGAATAA
CTCGTTCCACTTGACGTCTACAGTTGGGAACACATATGATAGGGAGGACTAGAGT
AGACTAGACTAGCAAAATGCCTACTTCTCACGTGCATTCAAGGCATAATATGGAT
ATGTTGTTTAACTTGGAGGAATAATGGGGACTATCTATAAGAGGTTGATGACTAA
AACTTGTCCCCCCAATCCTTTTGAAAATGGTGGGATTAGAGGGATAAGTTTTAGT
CATCAACCTCTTATGAACAATCCTCCTTCATCCTCCAAATTAGACGACAATATCCA
TATTATGCCTTAAATACACATGAAATGTAGGCATTTTGCTAGTCTAGTCCAGTCCT
CCCTAAGAAACAAGGCCTAGGAGTCTAAAATTCTGTGTGATGTTCATTTTATGAC
AAAACCCGTGTTTTTTTTTTGTGCATGGTTGAATCAGCACTTCCAGTTGTGATACT
TGGCATATATACTCAAATCTCTGAGCTGTCAATGTCATCCCCCATTTATATAATAT
TAGCCTAAAGCATGCTTAACAACAGACAAATGCCTTCTCTCATCCTGAGATCTGT
TATTCTTGTTAAATCTGTTTGAAACAGGATCAAGTGTAGAAAGGAAGGAGGAATT
CGTTTCACCATAGATGGTTCTAATATCTTTATCTCAGTGCTGATCACCAATGTCGC
TGGTGTCGGAGACATAGTTTCTGTGAAGATCAAAGGTTCAAGAACCGGTTGGCTT
CCAATGGGACGAAATTGGGGCCAAAACTGGCATGTCAGTGCTGATCTAAAAAAC
CAACCTCTTTCTTTCGAGGTCACTAGCAGCGATGGGCTCACAGTTACATCTTACAA
CGTAGCTCCCAAGGCTTGGAACTTTGGACAGACATTTGAAGGGAAGCAGTTTCTG
TGAGCACCATTTTGACTAAATAGCGTTAAGGGAACCATTTTCCTAATCTTCCTTTG
TCATATTTATTCTAGTTTTCTCTCAGTGGAGAATTAGTTAGATTGCGGATTATATT
GTTGTACAAAGATATATATATCAAAGCTTAGTTATTAAAAGGCACCAGAAAGTGA
ACTTGGATGCTTGAGGTGTAAGGTTGAGGAGTATGCTGATGCTCAGCACATGCTG
CAGAATAATCCTAGTTGTGTGCAGTGCGGTGTAATTCCTTAGGTGAGACCAGGTA
GGGGCTTGGCGAAAGTGAAGTGTTATAGGGGCTTGGATATTCATTGATGAACATT
GGTGCTCTGATTATGGCAGTGTGCTGGCGGGGCTTTTAAGTCTGATTCGTAACTGC
TGATAAATTGCTTGGTTTTGGTTCTGAAGATGGTGGTTTCCTCGATTGAATTCGTA
GGTCGTGATATCAAACTTCTTGCATTCGTAGGTCATGATATCAAACTTCTTGCATT




CGTAGGTCATGATATCAAACTTCTTGTAGAACTTTCTTTGAGCTTCATGTAGTTTT
GTTAGGCATGTTTGGGAAAGTGTTTGCTGTTCATTAAGGGGGCAGCCTAAGCTAC
CATTTGGAAAAAAGAAAGAAAAGAACAAGACTTGTCATCTCCAAAATTTTACCAT
TAAAATCTTAATACATATTTTACCCTTATCTAGCGTTTGATTGATACATTGATTTTT
CAAAAGTTCGATTAAACAATCTACAG



