IDENTIFICATION

Species: Oryza brachyantha
Locus: XP_006662562

Gene Model: XP_006662562.1
Description: ObEXLA-05
Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/10862?genome assembly 1d=1593936
KEGG: https://www.genome.jp/entry/T02995

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/organism/1941498



https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936
https://www.genome.jp/entry/T02995
https://rice-genome-hub.southgreen.fr/organism/1941498

GENE STRUCTURE

DbEXLA-05
3

L L 1 1 1 1
tibp S00bp 1000bp 1500bp 20K 2500bp

Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

100 125 150 175 200
PO S T N T A S T TN TN A T T SO T AN TR WO ST S A W W W W |

Query seq.
Superfanilies PLM03023

SEQUENCES
Peptide
>ObEXLA-05

MARAASVFVFFVVVVGGVSAPLVSGCDRCVRRSRAGFRDSSLALNAGSCGYGSPPA
AFNGGPLAAASPTLFRGGVGCGACFQVRCKDGKLCSTAGAKVVVTDEARSTNRTDL
VLSAAAYAAMARPGMAAQLTARRAVDVEYKRIPCEYAAGRNLSIRVEEKSRPPRELS
IRFLYQGGQTDIVAVDVATVGSSNWKFMTREYGPAWSTRQAPAGPLQLRMVVTGG
YDGKWVWADTEVLPRRWMAGRVYDTGVQVTDVAQEGCYPCDTQEWK

CDS (coding sequence)
>0ObEXLA-05

GCCACAGCCACAGGTCGGCCGCCGCCGTCTTCCTCGCGGGGGCGCGTCGCGTGTC
CGAAAACATTCTGCCCCGGCCAGCCGCTCTCTCAAGTATTTTCGCCGGTGGAAAG
AAAACTGCAGGCGAAGCCAAACCCTGCGGCCAGCAGCTTCCGCCCGCGTGGTGG
TTGCTTGTATAAAAGCCGGCCGTTGTGCGCAAGCGTCCGCCTCTCAAACTTGTTCT
CCCCAAGTAAACCACTTCAGTTTCGCCTTTCGAGTGTTACACTGTGTTCGACCACG
TTTCGATCGAGCTACCGTCTTCGTCTCCGTCCATGGCGAGAGCCGCCTCCGTCTTC
GTCTTCTTCGTCGTCGTCGTCGGCGGCGTGTCGGCGCCTCTGGTGTCCGGCTGCGA
CAGGTGCGTGCGGCGGTCCAGGGCCGGCTTCCGCGACTCGTCGCTGGCGCTCAAC
GCCGGTTCTTGCGGGTATGGCTCCCCCCCCGCGGCCTTCAACGGCGGCCCCCTCG
CCGCCGCGAGCCCGACGCTGTTCAGAGGCGGCGTCGGCTGCGGCGCCTGCTTCCA
GGTGCGGTGCAAGGACGGGAAGCTGTGCAGCACGGCGGGCGCCAAGGTGGTGGT
GACGGACGAGGCGCGGTCGACGAACCGCACCGACCTCGTGCTGAGLCGLLGLCGC
GTACGCCGCCATGGCCCGCCCCGGCATGGCCGCCCAGCTCALCGGLGLGLLGLGeC
GTCGACGTCGAGTACAAGAGGATACCGTGCGAGTACGCAGCTGGACGCAACCTG
TCGATACGCGTGGAGGAGAAGAGCCGGCCGCCGCGCGAGCTGTCCATCAGGTTC
CTCTACCAGGGCGGCCAAACCGACATCGTCGCCGTCGACGTCGCCACGGTCGGGT
CGTCGAACTGGAAGTTCATGACGCGGGAGTACGGGCCGGCGTGGAGCACGAGGC
AGGCGCCGGCGGGGCCGCTGCAGCTGAGGATGGTGGTGACCGGCGGGTACGACG
GGAAGTGGGTGTGGGCCGATACGGAGGTGCTGCCGCGGCGGTGGATGGCCGGLC
GGGTGTACGACACCGGCGTCCAGGTCACCGACGTCGCGCAGGAAGGGTGCTACC
CGTGCGACACGCAGGAGTGGAAGTGACCGACAGCACCGCCATCTCAATTACTAG
AAAACTGTACAGTCCATTTTTTCCTTTTGGTGCTTTCCTTTTCCTTTTTCTCTTCTCC




CGTTTCTGGGACGCACATTGAGCCGAGTAGAGTTAGCCCAAAATCCCAATGAAAA
CAAGTTGCCCTCT

Nucleotide
>0ObEXLA-05

ATTAGGCGTTATCCACAAAACAAACCTGTGTGTCAAGCCATCACCTCGGTCCCGG
GCCTCCCGGCGGCGCGGCGACGGACGGGACGCCGCCGGLCGLCGGCACGACGTGAC
ACGACCAAAATGGTCTCGATCCGCGTCATGCAAAGCTAAGCTTGTTCTTATCCCC
TTCCAGTGATGGAACGAATCCAGATTATCCAAATCCCGTGTCGTGTCACCGCATT
CAGCTCCTGCCTTAATTTCTTAACTTCTTTCCCCCATGGAAAAGGGAGAATCACCG
GATTATAATTACTGTGTGGTAAATAACTAAACCAAGATGACTCAGCAGGATTATC
AAATGGATAAACCACACAATCAGTCAATTACACATGCCTTCTCTCTTTTATAACTA
CCTAAAAGAACAAGCTAGTCGCAGTGCCAGCAGGTTGCTCTGCCACGTGGCCGA
GCTGTCTGCCCAAGAGCTGGAGCTCATCACGACGCGTGTCGAGGCAGTCGGTGCC
CACAGGCCACAGCCACAGGTCGGCCGCCGCCGTCTTCCTCGLCGGGGGLGLGTCGL
GTGTCCGAAAACATTCTGCCCCGGCCAGCCGCTCTCTCAAGTATTTTCGCCGGTG
GAAAGAAAACTGCAGGCGAAGCCAAACCCTGCGGCCAGCAGCTTCCGLCCCGLGT
GGTGGTTGCTTGTATAAAAGCCGGCCGTTGTGCGCAAGCGTCCGCCTCTCAAACT
TGTTCTCCCCAAGTAAACCACTTCAGTTTCGCCTTTCGAGTGTTACACTGTGTTCG
ACCACGTTTCGATCGAGCTACCGTCTTCGTCTCCGTCCATGGCGAGAGCCGCCTCC
GTCTTCGTCTTCTTCGTCGTCGTCGTCGGCGGCGTGTCGGCGCCTCTGGTGTCCGG
CTGCGACAGGTGCGTGCGGCGGTCCAGGGCCGGCTTCCGCGACTCGTCGCTGGCG
CTCAACGGTACGCACGGACAGGGACACCCCGCTCCGCTCGCGTGCGGGCTTGLTT
TGTGTGTTTGATTGTTGCAAGATTGGGAGTTGGTCGATTGATTTGGTTTATTGGAT
CGCGCGATCCGCGTGCGTGCGTGCGTGCAGCCGGTTCTTGCGGGTATGGCTCCCC
CCCCGCGGCCTTCAACGGCGGCCCCCTCGCCGCCGCGAGCCCGACGCTGTTCAGA
GGCGGCGTCGGCTGCGGCGCCTGCTTCCAGGTAAATCGACAGAGCCTCTCATCTC
TCTCACGCATGAACACGAACACGAACACGACGCACATCTGCAGTGCAGTACAGT
ACAACTAGCTGCTGCATTTTGACCGATCGGCGACATTGCAGGTGCGGTGCAAGGA
CGGGAAGCTGTGCAGCACGGCGGGCGCCAAGGTGGTGGTGACGGACGAGGCGCG
GTCGACGAACCGCACCGACCTCGTGCTGAGCGCCGCCGCGTACGCCGCCATGGCC
CGCCCCGGCATGGCCGCCCAGCTCACGGCGCGCCGCGCCGTCGACGTCGAGTACA
AGAGGTACTGTAAAAACACGCAAGAAAAAAAAACACCCTCTTTTTCACGGCCAT
GGTATATCATGGTGTGTCGGTGGTGGTAGAGTAGTAGTAGCGATAATAATTAGAG
CACAGCGACTTGCTGTTCAGCCACTGTTTATACCACAAACGCATTTCTCGGATGG
ATTTATGACCCGATTTTGGACGACCCATCGAGCAGGATACCGTGCGAGTACGCAG
CTGGACGCAACCTGTCGATACGCGTGGAGGAGAAGAGCCGGLCLCGLCCGCGCGAGC
TGTCCATCAGGTTCCTCTACCAGGGCGGCCAAACCGACATCGTCGCCGTCGACGT
CGCCACGGTAACCATCCAATCAAAACAATTACCCTCATCTTTTCTCACGTGTACA
AGTCAAAATTAAAATTTCAAGTTGATTTTAGAGTTTTTTCAACATCTTATATATAT
ATATAAGATTTGTTGATAAATATACACTTAAACTGAAGACATTTTTTTTTATTCTG
AACAAGTTTGGGGATTTGGTGCAGGTCGGGTCGTCGAACTGGAAGTTCATGACGC
GGGAGTACGGGCCGGCGTGGAGCACGAGGCAGGCGLCCGGCGGGGLCCGCTGCAGC
TGAGGATGGTGGTGACCGGCGGGTACGACGGGAAGTGGGTGTGGGCCGATACGG
AGGTGCTGCCGCGGCGGTGGATGGCCGGCCGGGTGTACGACACCGGCGTCCAGG
TCACCGACGTCGCGCAGGAAGGGTGCTACCCGTGCGACACGCAGGAGTGGAAGT




GACCGACAGCACCGCCATCTCAATTACTAGAAAACTGTACAGTCCATTTTTITCCTT
TTGGTGCTTTCCTTTTCCTTTTTCTCTTCTCCCGTTTCTGGGACGCACATTGAGCCG
AGTAGAGTTAGCCCAAAATCCCAATGAAAACAAGTTGCCCTCTCGTCTCGTCTCG
TCTCTTGCTGTTGTTTTTGTCCACTCGGTGTGCGCGCATGATGGTGGGGGCGTTGG
GTTTGTTCGTCAACGGCGAGTGGTTCGTCCGCTTTCGTCGCCACGATTCCGAGTGC
GCGCATATGCGGCGGTCGCGGAAACGGAGCGAGATCGAGCCGGCAAATGCTGCT
GGCACATTCGGTGAACGCGCTTTCACATTCCGACGTTTATTCGCGTTGTATAGAA
AATTTTCTTTGATTCATATTACCATAAACAAGTTGCATTTTATCTAGTATATAATA
TGAGCAATTTTACTGCTCCTAATGAAATTTTGGTATCTTATTAAGTACTTATTAAG
TACTATAAAATTGCTTATATAATATATTACTATGATTTTTTTTCAGATTTGTATATG
CACGCTCCCAAACCGTTTTTTATAAAATTACATGGAAGTCATCATGTCACTTTAAA
TCTTAAAGTATTTTTTGCGTATATATTTCTAAGAAAAAATTA






