IDENTIFICATION

Species: Sorghum bicolor

Locus: Sobic.004G191600

Gene Model: Sobic.004G191600.1.p
Description: SbEXPB-29

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor v3 1 1
KEGG: https://www.genome.jp/entry/T01086

EXTERNAL RESOURCES
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specific hits B | Pollen_allerg_1
Superfanilies DedD Pollen_allerg_1 superfamily
DPBB_RIpA_EXP_N-like superfamily

List of domain hits "
Name Accession Description Interval  E-value
[+] DPBB_EXPB_N €d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 84-208 9.31e-68
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pil and PIll from Lolium perenne. 216-292 2.85e-28
[+] DedD super family cl34559 Cell division protein DedD (periplasmic protein involved in septation) [Cell cycle control 14-90 6.59e-04

MAKLCTLLLAAVVVLSLLVSPIACNRKFSKPKPKPASHRRPVTAVKPKPKPVSYKPAP
VAAKPPRSNHTATPRPSPIVYGSGGWLSGAGATYYGATNGDGSDGGACGYQTAVGK
KPFDSMIAAGSTPLYKGGEGCGACYEVKCKTNAACSGQPVTIVITDQSPGDLFPGEVE
HFDMSGTAMGAMARPGMADKLRAGGVLRILYRRVPCKYPGVNVAFKVDQGANPF
YFDVLIEFEDDDGDLKAVDLMEAGSSVWTPMAHNWGATWRLNNGRRLRAPFGLRL
TSDSGRVLVANNAIPAAWKPGKAYRSLVNYP*

CDS (coding sequence)
>SbhEXPB-29

ATGGCGAAGCTTTGCACTTTGCTGTTGGCCGCAGTGGTGGTCCTGTCACTCCTAGT
GAGCCCCATTGCCTGCAACCGAAAGTTCAGCAAGCCCAAGCCAAAGCCGGCCAG
CCACAGGCGGCCGGTGACTGCGGTCAAGCCAAAGCCAAAACCGGTCAGCTACAA
GCCGGCGCCTGTGGCGGCCAAACCTCCCCGCAGCAACCACACTGCTACACCCAGG
CCATCGCCGATCGTCTACGGCTCCGGTGGCTGGCTGTCAGGCGCCGGCGCCACGT
ACTACGGCGCGACCAACGGCGACGGGAGCGACGGCGGCGLCGTGCGGCTACCAGA
CTGCTGTCGGGAAGAAGCCGTTCGACTCGATGATCGCCGCCGGGAGCACGCCACT
GTACAAGGGTGGCGAGGGCTGCGGCGCCTGCTACGAGGTGAAATGCAAGACCAA
CGCCGCGTGCTCCGGCCAGCCCGTGACCATCGTAATCACCGACCAGTCCCCTGGC
GATCTGTTCCCCGGCGAGGTTGAGCACTTTGACATGAGCGGCACCGCCATGGGCG
CCATGGCGCGGCCCGGCATGGCCGACAAGCTCCGCGCTGGCGGCGTGCTCAGGA
TCCTGTACAGGAGGGTGCCGTGCAAGTACCCCGGCGTGAACGTCGCGTTCAAGGT
GGACCAGGGCGCGAACCCGTTCTACTTCGACGTGCTGATCGAGTTCGAGGACGAC
GACGGCGACCTCAAGGCCGTCGACCTGATGGAGGCCGGCAGCAGCGTGTGGACA
CCCATGGCGCACAACTGGGGCGCGACGTGGCGCCTCAACAACGGCAGGAGACTC
AGAGCGCCGTTCGGGCTCCGGCTCACCTCCGACTCCGGCAGGGTGCTCGTCGCCA
ACAACGCCATCCCGGCCGCGTGGAAGCCCGGCAAGGCCTACCGTTCCTTGGTCAA
CTACCCCTGA

Nucleotide



>SbEXPB-29

ACCGAAGAACAGTCGAGCTTACCAGCTCATCTGAAAGCTGTGAACTTCGAGCTTA
AAAACAGCAGCAATGGCGAAGCTTTGCACTTTGCTGTTGGCCGCAGTGGTGGTCC
TGTCACTCCTAGTGAGCCCCATTGCCTGCAACCGAAAGTTCAGCAAGCCCAAGCC
AAAGCCGGCCAGCCACAGGCGGCCGGTGACTGCGGTCAAGCCAAAGCCAAAACC
GGTCAGCTACAAGCCGGCGCCTGTGGCGGCCAAACCTCCCCGCAGCAACCACACT
GCTACACCCAGGCCATCGCCGATCGTCTACGGCTCCGGTGGCTGGCTGTCAGGCG
CCGGCGCCACGTACTACGGCGCGACCAACGGCGACGGGAGCGACGGTTAGTGTA
CAGCAGTTGCCTTGCCCTTTACGCTTCTCCGAGTATATTTCTTTGCCATCGGTGTG
TTAGCGTGTGTACTGTGTTCTGTGTACCGTGCAGGCGGCGCGTGCGGCTACCAGA
CTGCTGTCGGGAAGAAGCCGTTCGACTCGATGATCGCCGCCGGGAGCACGCCACT
GTACAAGGGTGGCGAGGGCTGCGGCGCCTGCTACGAGGTGAAATGCAAGACCAA
CGCCGCGTGCTCCGGCCAGCCCGTGACCATCGTAATCACCGACCAGTCCCCTGGC
GATCTGTTCCCCGGCGAGGTTGAGCACTTTGACATGAGCGGCACCGCCATGGGCG
CCATGGCGCGGCCCGGCATGGCCGACAAGCTCCGCGCTGGCGGCGTGCTCAGGA
TCCTGTACAGGAGGGTGCCGTGCAAGTACCCCGGCGTGAACGTCGCGTTCAAGGT
GGACCAGGGCGCGAACCCGTTCTACTTCGACGTGCTGATCGAGTTCGAGGACGAC
GACGGCGACCTCAAGGCCGTCGACCTGATGGAGGCCGGCAGCAGCGTGTGGACA
CCCATGGCGCACAACTGGGGCGCGACGTGGCGCCTCAACAACGGCAGGAGACTC
AGAGCGCCGTTCGGGCTCCGGCTCACCTCCGACTCCGGCAGGGTGCTCGTCGCCA
ACAACGCCATCCCGGCCGCGTGGAAGCCCGGCAAGGCCTACCGTTCCTTGGTCAA
CTACCCCTGAAAAGTGAATGGCGTGTAATGTGCGTCCGGGTGTTGCGAGAGGCGG
CGGCGGTGTAATGGTGTCAAGGAAGAGGAGGTTGAAGAAGAGAATGGCGTTCTT
CCCTCCCTGGACGGTCTCTGCAGTCCCCAAGTGATGTGTGATGGCGTGAGTCAAA
TCATGCCTGTAATTTGATTCTTCATCTCGATTTGAATTTTGCTAATATACTCCTGTA
CTTGAGGAAAGAGAGAAGCTTATTTGAGTTGTGACTAATGTTGCATGCCAATGCA
TGTTATGTGCTTTGATG




