IDENTIFICATION

Species: Kalanchoe fedtschenkoi
Locus: Kaladp0037s0199

Gene Model: Kaladp0037s0199.1.p
Description: KIEXPA-09

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi vl 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi_v1_1
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Query seq,
Superfanilies PLNGOOS0O

Name Accession Description Interval E-value
[#] PLN00050 super family €l31535 expansin A; Provisional 34-257 595e-131
SEQUENCES

Peptide

>KfEXPA-09

MAAAAMASFTASIHLLVVLSFAAFFRACLADYGGWQGAHATFYGGGDATGTMGGA
CGYGNLYSQGYGTETAALSTALFNNGLSCGACYEMRCDDDPKWCIPGTITVTATNFC
PPNPGLSNDNGGWCNPPLQHFDLAEPAFLKIAQYRAGIVPISFRRVPCMKKGGVRFTI
NGHSYFNLVLITNVGGAGDVRAVSIKGSGTGWQPMSRNWGQNWQSNSYLNGQSLS
FQVTTSDGRTLTSMNAAPSGWQFGQTYQGGQF*

CDS (coding sequence)
>KfEXPA-09

ATGGCCGCTGCAGCAATGGCATCGTTTACTGCTTCAATTCATCTGCTGGTAGTGCT
TAGTTTTGCTGCCTTCTTTCGTGCATGTCTTGCGGATTACGGAGGATGGCAAGGCG
CCCATGCCACGTTTTACGGCGGCGGCGACGCCACTGGCACAATGGGAGGGGCTTG
TGGATATGGAAACCTCTACAGCCAGGGGTACGGGACGGAGACGGCTGCTCTGAG
CACAGCTTTGTTTAACAACGGGCTGAGCTGCGGCGCGTGCTACGAGATGCGATGC
GATGATGATCCGAAGTGGTGCATCCCTGGGACGATCACCGTCACAGCCACCAACT
TCTGCCCACCGAATCCGGGCTTGTCGAATGACAATGGGGGCTGGTGCAACCCGCC
CCTCCAGCATTTCGATCTGGCTGAGCCCGCTTTCCTCAAAATCGCTCAGTACCGCG
CAGGGATCGTTCCCATTTCATTCAGAAGAGTGCCGTGCATGAAGAAAGGAGGAG
TGAGGTTCACGATCAACGGCCACTCTTACTTCAACCTGGTCCTGATCACGAATGT
GGGCGGCGCAGGGGATGTGAGAGCTGTTTCAATCAAGGGCTCCGGCACAGGATG
GCAGCCAATGTCCAGAAACTGGGGCCAGAACTGGCAGAGCAACTCTTACCTCAA
CGGCCAGAGCCTCTCATTCCAGGTGACCACCAGCGACGGAAGGACCCTGACAAG
CATGAACGCTGCTCCGTCTGGCTGGCAGTTCGGACAGACGTACCAGGGCGGTCAG
TTTTAG

Nucleotide
>SKFEXPA-09

TTCACTTCCAGATGCTTGCAATTGCCACCATGATCTTCACTTTATTTTCTTCTATAT
AAAGTCTGCGTATTATCTTGCAAAACACCAAAACGAGAAGCTTCAACTCTCTTCC
TGATCCCATACAGGATTGTAATCTGAGTGTTATTTTTGAACACAAGTCATGGCCG

CTGCAGCAATGGCATCGTTTACTGCTTCAATTCATCTGCTGGTAGTGCTTAGTTTT



GCTGCCTTCTTTCGTGCATGTCTTGCGGATTACGGAGGATGGCAAGGCGCCCATG
CCACGTTTTACGGCGGCGGCGACGCCACTGGCACAATGGGTAAGTGTAGCAAAC
ATGGTGATGCCGTTTGAGTTGAATGTTCTGGCAGTTGTTGATATGGGTTGGTTGGA
TTTTGCAGGAGGGGCTTGTGGATATGGAAACCTCTACAGCCAGGGGTACGGGAC
GGAGACGGCTGCTCTGAGCACAGCTTTGTTTAACAACGGGCTGAGCTGCGGCGCG
TGCTACGAGATGCGATGCGATGATGATCCGAAGTGGTGCATCCCTGGGACGATCA
CCGTCACAGCCACCAACTTCTGCCCACCGAATCCGGGCTTGTCGAATGACAATGG
GGGCTGGTGCAACCCGCCCCTCCAGCATTTCGATCTGGCTGAGCCCGCTTTCCTCA
AAATCGCTCAGTACCGCGCAGGGATCGTTCCCATTTCATTCAGAAGGTGAGCTCA
GACAAATGGTTATCTACATTACTGCAGTTGTCAGCTCAGTTCTGATTAGCACACTT
TTGCAGAGTGCCGTGCATGAAGAAAGGAGGAGTGAGGTTCACGATCAACGGCCA
CTCTTACTTCAACCTGGTCCTGATCACGAATGTGGGCGGCGCAGGGGATGTGAGA
GCTGTTTCAATCAAGGGCTCCGGCACAGGATGGCAGCCAATGTCCAGAAACTGG
GGCCAGAACTGGCAGAGCAACTCTTACCTCAACGGCCAGAGCCTCTCATTCCAGG
TGACCACCAGCGACGGAAGGACCCTGACAAGCATGAACGCTGCTCCGTCTGGCT
GGCAGTTCGGACAGACGTACCAGGGCGGTCAGTTTTAGAAGACTTGCCAACTGA
AAGACCAAGAGTGCTTACTTATTTATGTCTCGGGGGGTAGTAAGAAGCTGGCTGC
AGTAAGACGCTGGCGTTGGCAGAGCAGGGTAGTTTATTTTTAATCTGCGACTGTT
TGTCGAATGGCTGAGGTAGCTAAATTGGCGCCCGCTAAGCCTTTTTTTATGTATAA
GAAGATGACGAATATAATGAGACTTTTCCATTACAAGTAGAGCAACACTTGAAG
ATTCTACCATCGGCAGCCAGGAGTTTCTGTTAACATTCTTGGGTATGAAAAATGG
TGCTGCTGCGTAGAATTCCGACAAAGCCCACTGAAAACTAAAAGGTCCTAATATT
GGTCCTCTTCAAGGCTGAAAAGCCAACAACCTTTACATTCCATGTGACCACAAAT
ATTCACTTATGTTAAACCAAGAGGAAAGAACCAGCAACTTTGTAGGTCTGGAGAT
AGAGCAGGATTTGCAGCTGAAGATTGATGTTGAATTCAAGTGTCCTTATCTTTGG
GTAAACCTCTAGGGATTCTACCCATAACATTGTCATCAACAACCTTATAGTGCTTT
GAAAATTGCCTCTGCAGTACGCCACAACACTTGTCAATAGGCTCCCGGAATCTAC
TGTACAAAGCAGGAACTGTGATCGATATGATGGTCCCTGCCAAATTTTGAAGATA
TTCAGATGAAATGGGTCATGTTCTAACATTATAAGATAACTTGATAATTTGCAAG
TAGCATATTCTCCTTTTTTTTAACACTGATGGGATATTGGAAAAGTATTGAGAAAG
AAAGAATTGCAAAAAAAAAGAGAATTGGTGTTTAACTATTTACCCCGGGAAAGA
TTATTATTAGATGGAGGATCTAACAAGAAAGTTTTATTGGATTTGAAGAGTTAC





