
IDENTIFICATION 

Species:  Zostera marina 

Locus: Zosma3g00730 

Gene Model: Zosma3g00730.1 

Description: ZmrEXPB-01 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Zmarina_v2_2  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Zmarina_v2_2


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>ZmrEXPB-01 

MYYRNNIVGIFFFLFRYLASNSFAHLVVKDPTWHHATATWYGSPHGDGSDACGYGS

LVDVRPFRARVGAVSDVLFKNGEGCGACYKVRCLDRHICSRRAATVIVTDECPGGY

CAFGRRHFDLSGAAFGHMAVRGRGNSLRNRGELPIIFRRTPCVYRGKNIAFHVNEGS

TDFWLSLLVEFENGDGDIGSMHIKQSTSRNWQKMKHVWGATWCIVGGPLKGPFSVK

LTSLSSKHTLSARQVIPMNWSPKATYTAKLNFS* 

CDS (coding sequence) 

>ZmrEXPB-01 

ATGTATTATCGTAATAACATCGTCGGCATTTTCTTCTTCCTCTTCCGTTATTTAGCT

TCAAATAGCTTTGCCCACCTGGTCGTAAAAGACCCAACATGGCATCACGCAACCG

CTACATGGTACGGCTCTCCCCACGGCGACGGAAGTGACGCGTGTGGGTACGGGTC

ACTGGTGGATGTGAGACCCTTCAGAGCACGGGTTGGCGCGGTGAGTGATGTTCTA

TTCAAGAATGGTGAGGGTTGCGGTGCTTGTTACAAGGTAAGGTGTCTTGACAGAC

ACATCTGTTCAAGAAGAGCCGCCACCGTGATTGTCACCGACGAGTGTCCCGGTGG

GTACTGCGCGTTCGGTCGGAGACATTTCGATCTGAGTGGGGCTGCTTTTGGACAT

ATGGCTGTCCGTGGACGTGGAAACTCGCTTCGTAATCGTGGAGAGTTACCTATCA

TTTTCCGACGAACTCCGTGTGTGTACCGAGGGAAGAACATTGCGTTCCACGTCAA

TGAAGGCTCGACTGACTTCTGGCTCTCTCTACTGGTCGAATTCGAAAATGGCGAT

GGAGATATCGGTTCCATGCATATCAAACAATCGACGTCGAGGAATTGGCAGAAG

ATGAAGCATGTGTGGGGAGCGACTTGGTGCATCGTCGGAGGACCGTTGAAAGGG

CCGTTTTCTGTAAAATTAACATCTCTATCTTCGAAGCATACGCTCTCAGCAAGACA

AGTTATTCCGATGAACTGGTCTCCTAAAGCCACCTACACAGCAAAACTTAACTTC

TCTTGA 

Nucleotide 

>ZmrEXPB-01 

ATGTATTATCGTAATAACATCGTCGGCATTTTCTTCTTCCTCTTCCGTTATTTAGCT

TCAAATAGCTTTGCCCACCTGGTCGTAAAAGACCCAACATGGCATCACGCAACCG

CTACATGGTACGGCTCTCCCCACGGCGACGGAAGTGACGGTGAGCTTTTCCGATA



TTCCTCAATTCTAGTTAATTAAACCAACCGGAATGCCAAGTCAGCAAAGACAACC

CGCACATGTTCTGACGTGAATGCCCATGTGATCCGATGATGACAGATTGACTGTC

TCTATTTTCTAGCCGTTGATATATAATTGAATTAATTTCGATATCGGATTGTCGGG

TACAAGTGGAGCGTGTGGGTACGGGTCACTGGTGGATGTGAGACCCTTCAGAGC

ACGGGTTGGCGCGGTGAGTGATGTTCTATTCAAGAATGGTGAGGGTTGCGGTGCT

TGTTACAAGGTAAGGTGTCTTGACAGACACATCTGTTCAAGAAGAGCCGCCACCG

TGATTGTCACCGACGAGTGTCCCGGTGGGTACTGCGCGTTCGGTCGGAGACATTT

CGATCTGAGTGGGGCTGCTTTTGGACATATGGCTGTCCGTGGACGTGGAAACTCG

CTTCGTAATCGTGGAGAGTTACCTATCATTTTCCGACGAACTCCGTGTGTGTACCG

AGGGAAGAACATTGCGTTCCACGTCAATGAAGGCTCGACTGACTTCTGGCTCTCT

CTACTGGTCGAATTCGAAAATGGCGATGGAGATATCGGTTCCATGCATATCAAAC

AAGTACGTTAAATGAACTTCGATTAGGCTTTCGTTTCGTTTATTGACGATGATTGA

TCGATTGATCGGTGCATGTGATTTGAAGTCGACGTCGAGGAATTGGCAGAAGATG

AAGCATGTGTGGGGAGCGACTTGGTGCATCGTCGGAGGACCGTTGAAAGGGCCG

TTTTCTGTAAAATTAACATCTCTATCTTCGAAGCATACGCTCTCAGCAAGACAAGT

TATTCCGATGAACTGGTCTCCTAAAGCCACCTACACAGCAAAACTTAACTTCTCTT

GA 




