IDENTIFICATION

Species: Brachypodium stacei
Locus: Brast08G197900

Gene Model: Brast08G197900.1.p
Description: BStEXPB-19
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstacei vl 1

EXTERNAL RESOURCES
https://brachypodium.org/



https://phytozome-next.jgi.doe.gov/info/Bstacei_v1_1
https://brachypodium.org/

GENE STRUCTURE

BstEXPB-19
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Legend:
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DOMAIN ARCHITECTURE

1 S0 100 150 200 250 268

Query seq. e ——————————————————————————————————————

Specific hits < DPBB. Em N >

Superfanilies PLN03023

List of domain hits d

Name Accession Description Interval E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily. Beta-expansins 41-161 4.69e-69
[+] PLN03023 super family 33621 Expansin-like B1; Provisional 23-266  1.75e-46
Peptide

>BstEXPB-19

MGSFSSVVVAVAVLAALVAGASCFVVVPPGPNITTSY DGNWLDAKATWYGSPTGA
GPPDNGGACGIKETNLPPYNSLTSCGNLPIFKDGKGCGSCFKIKCANKVCSKKPVVVF
ITDMNYDQFAPYHFDLSGTAFGALAMPGRESELRHYGIIDLRFRRVRCKLAPEMKIAF
HVEEGSNPEY LAVLVKFVAGDGNIVQMDLKQEDWPEWKPMRESWGAIWRMDMDY
HTPLEGPFSIRLTSESGKVLVAPHVIPADWQPKTVYQSNIQF*

CDS (coding sequence)
>BstEXPB-19

ATGGGATCCTTCTCCAGCGTCGTCGTCGCAGTCGCCGTCTTGGCGGCGCTCGTGG
CCGGCGCCTCGTGTTTTGTGGTGGTGCCGCCCGGCCCTAACATCACGACCAGCTA
CGACGGCAATTGGCTCGACGCCAAGGCCACTTGGTATGGCAGCCCCACGGGCGC
CGGCCCCCCGGACAACGGTGGTGCGTGCGGCATCAAGGAGACGAACCTGLCTCC
CTACAACAGCTTGACCTCTTGCGGCAACCTCCCCATCTTCAAGGACGGCAAGGGC
TGCGGCTCCTGCTTCAAGATCAAGTGTGCTAACAAGGTGTGCTCGAAGAAGCCGG
TGGTCGTGTTCATCACTGACATGAACTACGACCAGTTTGCCCCTTACCACTTCGAC
CTCTCCGGCACCGCCTTCGGCGCCCTGGCAATGCCGGGGAGGGAGAGCGAGCTG
CGGCACTACGGCATTATCGACCTCCGGTTCCGGAGGGTTCGCTGCAAGCTCGCTC
CCGAGATGAAGATCGCATTTCACGTCGAGGAAGGGTCCAACCCGGAATACCTTGC
GGTGCTGGTGAAGTTCGTCGCGGGAGACGGTAACATTGTGCAGATGGACCTGAA
GCAGGAGGACTGGCCGGAGTGGAAGCCGATGAGGGAGTCTTGGGGCGCCATATG
GAGGATGGACATGGACTATCACACGCCGCTCGAGGGCCCATTCTCCATCCGCCTC
ACCAGCGAGTCCGGCAAGGTGCTCGTCGCCCCTCACGTCATCCCGGCTGACTGGC
AGCCCAAAACTGTCTACCAGTCAAACATTCAGTTCTAA

Nucleotide
>BstEXPB-19

ATGGGATCCTTCTCCAGCGTCGTCGTCGCAGTCGCCGTCTTGGCGGCGCTCGTGG
CCGGCGCCTCGTGTTTTGTGGTGGTGCCGCCCGGCCCTAACATCACGACCAGCTA



CGACGGCAATTGGCTCGACGCCAAGGCCACTTGGTATGGCAGCCCCACGGGCGC
CGGCCCCCCGGACAACGGTAATGTGCTTTCTATATATGAGGATATAAGTGTATAT
CAGTAAGGATTTTGCTTTTGAAAATGTGCTATATATTCCATTCGTGCAGGTGGTGC
GTGCGGCATCAAGGAGACGAACCTGCCTCCCTACAACAGCTTGACCTCTTGCGGC
AACCTCCCCATCTTCAAGGACGGCAAGGGCTGCGGCTCCTGCTTCAAGGTTTCCA
CCCGATACTTCGCCTGCATATACATACATATATGGTATCATTTCGTTGTGCAATAG
TAATAAATTAAGGAAGTTAATTTGCACATGTACGTGTTGACATATATTGATCGAA
TTAATTAAATGTTGCATGCATGCAGATCAAGTGTGCTAACAAGGTGTGCTCGAAG
AAGCCGGTGGTCGTGTTCATCACTGACATGAACTACGACCAGTTTGCCCCTTACC
ACTTCGACCTCTCCGGCACCGCCTTCGGCGCCCTGGCAATGCCGGGGAGGGAGAG
CGAGCTGCGGCACTACGGCATTATCGACCTCCGGTTCCGGAGGGTTCGCTGCAAG
CTCGCTCCCGAGATGAAGATCGCATTTCACGTCGAGGAAGGGTCCAACCCGGAAT
ACCTTGCGGTGCTGGTGAAGTTCGTCGCGGGAGACGGTAACATTGTGCAGATGGA
CCTGAAGCAGGAGGACTGGCCGGAGTGGAAGCCGATGAGGGAGTCTTGGGGLCGC
CATATGGAGGATGGACATGGACTATCACACGCCGCTCGAGGGCCCATTCTCCATC
CGCCTCACCAGCGAGTCCGGCAAGGTGCTCGTCGCCCCTCACGTCATCCCGGCTG
ACTGGCAGCCCAAAACTGTCTACCAGTCAAACATTCAGTTCTAA




