
IDENTIFICATION 

Species: Boechera stricta 

Locus: Bostr.13129s0435 

Gene Model: Bostr.13129s0435.1.p 

Description: BosEXPA-12 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstricta_v1_2  

KEGG:- 

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Bstricta_v1_2


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BosEXPA-12 

MNLIEYSQILFVSLCTLNFFFYVINSDDNGGWERGHATFYGGADASGTMGGACGYG

NLYSQGYGLQTAALSTALFNSGQRCGACFELQCEDDPEWCIPGSIIVSATNFCPPNFA

LANDNGGWCNPPLKHFDLAEPAFLQIAQYRAGIVPVAFRRVPCEKGGGIRFTINGNSY

FDLVLITNVGGAGDIRAVSLKGSKTNQWQSMSRNWGQNWQSNTYIGGQTLSFQVTG

SDGQAVVSYDVVPHDWQFGQTFEGGQF* 

CDS (coding sequence) 

>BosEXPA-12 

ATGAATCTTATAGAATATTCCCAGATTTTATTTGTTTCACTTTGTACCCTCAACTTC

TTTTTCTACGTTATAAACTCCGACGACAACGGAGGCTGGGAGAGAGGCCATGCTA

CCTTCTACGGCGGAGCTGATGCATCCGGCACAATGGGTGGTGCATGTGGGTACGG

TAACTTGTACAGCCAAGGCTATGGGCTACAAACCGCGGCTCTGAGCACGGCTTTG

TTCAATAGCGGACAGAGATGTGGGGCTTGCTTTGAGCTACAGTGTGAGGATGATC

CTGAGTGGTGCATCCCTGGTTCCATCATCGTCTCAGCTACAAACTTCTGTCCACCA

AACTTTGCCTTAGCCAATGATAATGGTGGTTGGTGCAATCCTCCCCTCAAGCACTT

TGACTTAGCCGAGCCTGCCTTCCTCCAAATTGCTCAGTACCGAGCTGGGATCGTTC

CTGTCGCATTTAGAAGGGTTCCATGTGAGAAAGGTGGAGGTATAAGGTTCACAAT

AAACGGGAATTCGTATTTCGACCTGGTGCTGATCACAAACGTGGGTGGTGCTGGA

GATATAAGGGCCGTCTCTTTGAAAGGCTCAAAGACTAATCAGTGGCAATCCATGT

CAAGAAACTGGGGACAGAATTGGCAAAGCAACACTTACATCGGAGGTCAAACCC

TCTCTTTTCAAGTCACTGGTAGTGATGGTCAGGCTGTTGTGAGCTACGATGTTGTG

CCTCATGATTGGCAGTTCGGTCAAACTTTTGAAGGCGGACAATTCTAG 

Nucleotide 

>BosEXPA-12 

ATGCAGTAGTGAACTCCCTAAACCCTATATAAGTGAAGTCTTCAACGAATTACCA

ACCTCACTCATCTCCGAATTATCCCCATCAGAATCATGAATCTTATAGAATATTCC

CAGATTTTATTTGTTTCACTTTGTACCCTCAACTTCTTTTTCTACGTTATAAACTCC

GACGACAACGGAGGCTGGGAGAGAGGCCATGCTACCTTCTACGGCGGAGCTGAT

GCATCCGGCACAATGGGTACTTATAACATACTTTTTCCATGAGCTCACAAATCAT

CACAAATTGATATTTAACATATTTAGCCGCTGAAGTGTTGAGGTTTTTTGTAGGTG



GTGCATGTGGGTACGGTAACTTGTACAGCCAAGGCTATGGGCTACAAACCGCGGC

TCTGAGCACGGCTTTGTTCAATAGCGGACAGAGATGTGGGGCTTGCTTTGAGCTA

CAGTGTGAGGATGATCCTGAGTGGTGCATCCCTGGTTCCATCATCGTCTCAGCTA

CAAACTTCTGTCCACCAAACTTTGCCTTAGCCAATGATAATGGTGGTTGGTGCAA

TCCTCCCCTCAAGCACTTTGACTTAGCCGAGCCTGCCTTCCTCCAAATTGCTCAGT

ACCGAGCTGGGATCGTTCCTGTCGCATTTAGAAGGTATGAACAAATTGTAGCAAA

AAATGGAGGTGGACAATTCAGTATACGGTTTTTTTAGTTAAGGTTTTTGAGAAAC

AAATATTCGGTTTGATTTTGGTTTCGGTTTCACTAGAAACACCTTCACTAAAGTTT

AAAACTGTACGTACCACTTATGTCCTCTTTTAATGACAGGGTTCCATGTGAGAAA

GGTGGAGGTATAAGGTTCACAATAAACGGGAATTCGTATTTCGACCTGGTGCTGA

TCACAAACGTGGGTGGTGCTGGAGATATAAGGGCCGTCTCTTTGAAAGGCTCAAA

GACTAATCAGTGGCAATCCATGTCAAGAAACTGGGGACAGAATTGGCAAAGCAA

CACTTACATCGGAGGTCAAACCCTCTCTTTTCAAGTCACTGGTAGTGATGGTCAG

GCTGTTGTGAGCTACGATGTTGTGCCTCATGATTGGCAGTTCGGTCAAACTTTTGA

AGGCGGACAATTCTAGATTCTGTACCAAGAAAAATTAATAGATATACTATACGAG

AAGAGTCAATGATTGTGTTTAAGACAAGACTCTGCTTCTCATGGATCATATCCAC

TCTTCTATACATTGTCATAAGAAAGACAATGAAACAGTTAATTTAGTTCGGAACA

AGGGCACTTTGTATTCGTTTAGCACACAAGACCTATCCCCA 




