IDENTIFICATION

Species: Boechera stricta

Locus: Bostr.0556s0592

Gene Model: Bostr.0556s0592.1.p
Description: BosEXPA-03
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstricta_v1 2
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Bstricta_v1_2

GENE STRUCTURE

BosEXPA-03
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE

s 100 125 150 175 200 225 2% 2%
T ol S TR TR OO R S0 S VT Uk 0 N S S S, gt W N ) (o S S Y | N NS Y Ul LN VIR DRUT S S PN S T TR T

Query seq.
Superfanilies PLN0O0050

-+ Name Accession Description Interval E-value
[+] PLN00050 super family 31535 expansin A; Provisional 6-254 291e-92
SEQUENCES

Peptide

>BosEXPA-03

MNRSMTFVVLLAILVSVVNLVLAHVGLTSIDPSWYDAHATFYGDISGGETMQGACG

YGDLFKEGYGLETVALSTALFNNGQTCGACFELMCVNSKWCKPNAGSIKITATNFCP
PNYAEPIQYHWCNPPNKHFDLSMKMFISFAEYRGGIVPVKFRRVICHKRGGVRFEIKG
NPYFIMVLVYNVGGAGDVNNVEIRGHKSNWIVMKRNWGQIWNTALDLVGQRLSFV
VRTSDGRSMTFFNVAPENWGFGQTFEGKLNF*

CDS (coding sequence)
>BosEXPA-03

ATGAATCGATCAATGACTTTTGTTGTGTTACTGGCGATTCTTGTGTCGGTGGTAAA
CCTTGTCTTGGCTCATGTTGGTCTTACAAGTATCGACCCTTCGTGGTACGACGCAC
ACGCTACGTTTTATGGCGACATTAGCGGCGGAGAAACCATGCAAGGAGCATGTG
GTTACGGAGATCTATTCAAAGAAGGCTACGGTTTAGAGACGGTGGCACTAAGCA
CGGCACTCTTCAACAATGGCCAGACTTGTGGTGCTTGTTTCGAGCTCATGTGTGTG
AACTCAAAGTGGTGCAAACCCAACGCTGGTTCAATCAAAATCACAGCCACTAATT
TCTGTCCACCAAATTACGCCGAACCAATTCAGTACCATTGGTGCAACCCTCCTAA
CAAACACTTCGATCTGTCGATGAAAATGTTCATTTCGTTCGCCGAGTATAGAGGA
GGGATAGTTCCGGTAAAGTTCCGGAGAGTGATTTGTCATAAGAGAGGTGGTGTGA
GGTTTGAGATCAAGGGCAATCCATATTTTATCATGGTTTTGGTGTATAACGTTGGA
GGGGCAGGAGATGTGAATAACGTTGAGATTAGAGGACATAAGAGTAATTGGATC
GTTATGAAGAGGAATTGGGGACAAATTTGGAATACTGCTTTGGACTTGGTGGGAC
AAAGGCTCTCGTTTGTGGTTCGGACCAGCGATGGTAGGAGCATGACGTTCTTTAA
TGTTGCGCCCGAGAATTGGGGGTTCGGTCAAACTTTTGAAGGAAAGTTGAATTTT
TAG

Nucleotide
>BosEXPA-03

ATGAATCGATCAATGACTTTTGTTGTGTTACTGGCGATTCTTGTGTCGGTGGTAAA
CCTTGTCTTGGCTCATGTTGGTCTTACAAGTATCGACCCTTCGTGGTACGACGCAC
ACGCTACGTTTTATGGCGACATTAGCGGCGGAGAAACCATGCGTTAGTATTTTAT

TATAATGCCTTTTTTTCTTTGTGTTAAAGACTTTTGATTATTAGTGTCTTACAAGTA
ATATTTTTTAAAAAGTTCACGTTTAGTTAGATATGTGGAATTGTAAAATGGTTATG




CGGTTTCGCAGGTCTAACCATAATTTTTCCGTTCTAAACACGTTGTAGATTTATTC
ATTGCTTGATTTCATAAGGTTTATTATAAGTAACAAAAACATTCAGTCACAACTA
GTTAAGTTACATTTTTATCGTCTAGTGAATTTCTAATTAAATTATCACAAAACTTT
TGAAAATTTTCTTTTTCCACAATTAATACCATAAATTATATATAAGGAGATTATTT
TTTAATCATCTAGTTGACGAAATTTTTTTCTAAAACTTTAATCGTACGTAATTTTTT
TTATTTATAATATTTGGTTTGACAGAAGGAGCATGTGGTTACGGAGATCTATTCA
AAGAAGGCTACGGTTTAGAGACGGTGGCACTAAGCACGGCACTCTTCAACAATG
GCCAGACTTGTGGTGCTTGTTTCGAGCTCATGTGTGTGAACTCAAAGTGGTGCAA
ACCCAACGCTGGTTCAATCAAAATCACAGCCACTAATTTCTGTCCACCAAATTAC
GCCGAACCAATTCAGTACCATTGGTGCAACCCTCCTAACAAACACTTCGATCTGT
CGATGAAAATGTTCATTTCGTTCGCCGAGTATAGAGGAGGGATAGTTCCGGTAAA
GTTCCGGAGAGTGATTTGTCATAAGAGAGGTGGTGTGAGGTTTGAGATCAAGGGC
AATCCATATTTTATCATGGTTTTGGTGTATAACGTTGGAGGGGCAGGAGATGTGA
ATAACGTTGAGATTAGAGGACATAAGAGTAATTGGATCGTTATGAAGAGGAATT
GGGGACAAATTTGGAATACTGCTTTGGACTTGGTGGGACAAAGGCTCTCGTTTGT
GGTTCGGACCAGCGATGGTAGGAGCATGACGTTCTTTAATGTTGCGCCCGAGAAT
TGGGGGTTCGGTCAAACTTTTGAAGGAAAGTTGAATTTTTAG






