
IDENTIFICATION 

Species: Setaria italica 

Locus: Seita.8G190900 

Gene Model: Seita.8G190900.1.p 

Description: SitEXPB-15 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2  

KEGG: https://www.genome.jp/entry/gn:T02818  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2
https://www.genome.jp/entry/gn:T02818


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SitEXPB-15 

MASMIASSKVIALGALIFLLLVLYGSCTRIVNFNASHITADPYWVAARATWYGAPTG

AGPYDNGGACGFKNVNLPPFSAMTSCGNQPLFKDGKGCGSCYQIRCLNHPACSGNP

ETVAITDMNYYPVAKYHFDLSGTAFGALAKPGRNDELRHAGIIDIQFKRVPCIYPGQ

MVTFHIEHGSNPNYLAVLVEFEDGDGDVVQVDLMEANSGWWTPMRESWGSIWRLD

TRRPLTAPFSLRITNESGQKLVAYQVIPANWAPNTYYRSNIQYQAFSSDDGLDIGSAA

GLVTSDMSGVLCGYAVGGVVCLQKFDDENHNIPMNFVDSSAFVFPHL* 

CDS (coding sequence) 

>SitEXPB-15 

ATGGCATCCATGATCGCCTCGTCCAAGGTGATTGCACTTGGTGCACTGATCTTCCT

CCTCCTTGTCTTGTATGGCTCATGCACTAGGATCGTCAACTTCAATGCCTCCCACA

TCACCGCAGACCCCTACTGGGTGGCTGCCAGGGCAACTTGGTATGGTGCGCCAAC

CGGCGCTGGCCCCTATGACAACGGTGGAGCTTGCGGGTTCAAGAACGTGAACCTG

CCTCCTTTCTCGGCCATGACGTCATGCGGCAACCAGCCCCTGTTCAAGGATGGCA

AGGGCTGCGGCTCGTGCTACCAGATAAGATGCCTCAACCACCCTGCATGCTCCGG

CAATCCGGAGACGGTGGCAATCACTGACATGAACTACTACCCAGTCGCCAAGTAC

CACTTTGACCTCAGCGGCACGGCGTTTGGTGCCTTGGCAAAGCCCGGCCGCAATG

ATGAGCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGGGTGCCCTGCAT

CTACCCCGGGCAGATGGTGACCTTCCACATCGAGCACGGCTCAAACCCTAACTAC

TTGGCGGTGCTCGTTGAGTTCGAAGATGGCGACGGCGATGTCGTCCAGGTGGACC

TCATGGAGGCCAACTCCGGGTGGTGGACGCCGATGCGGGAGTCGTGGGGATCCA

TCTGGAGGTTGGACACCAGACGACCGCTCACGGCCCCCTTCTCGCTGCGCATCAC

CAACGAGTCTGGCCAGAAGCTGGTGGCTTACCAGGTCATCCCGGCCAACTGGGCG

CCCAACACCTACTACCGCTCCAACATCCAGTACCAGGCTTTTAGCTCTGATGATG

GTCTGGATATTGGCTCTGCTGCTGGACTGGTGACAAGTGATATGTCGGGTGTCCT

ATGCGGCTATGCTGTAGGAGGTGTTGTGTGTCTTCAAAAATTTGATGATGAAAAC

CATAACATTCCTATGAATTTCGTTGATTCCTCTGCATTTGTTTTCCCCCACCTCTGA 

Nucleotide 

>SitEXPB-15 



ATGGCATCCATGATCGCCTCGTCCAAGGTGATTGCACTTGGTGCACTGATCTTCCT

CCTCCTTGTCTTGTATGGCTCATGCACTAGGATCGTCAACTTCAATGCCTCCCACA

TCACCGCAGACCCCTACTGGGTGGCTGCCAGGGCAACTTGGTATGGTGCGCCAAC

CGGCGCTGGCCCCTATGACAACGGTATGTACATTAAAGTCGGTGCATGGCGCCAG

ATTATATATGGTGTGTATTGTTGTTGGACGATCTATAAGCTTCCATGCATGCAGGT

GGAGCTTGCGGGTTCAAGAACGTGAACCTGCCTCCTTTCTCGGCCATGACGTCAT

GCGGCAACCAGCCCCTGTTCAAGGATGGCAAGGGCTGCGGCTCGTGCTACCAGGT

ACGTTACTTGGTCAGAGATACTATTTCTAGGATGTCGACAAGGTTGTTTGTGCTGT

TGGATGCCCTCATGAAAATGGAAACAGAGATACACTGAGAGAAAACAAGATGAG

GCACAGTGGACTAAATCCTTTCATTTGTTGCTGACCTTTCTCAGATAAGATGCCTC

AACCACCCTGCATGCTCCGGCAATCCGGAGACGGTGGCAATCACTGACATGAACT

ACTACCCAGTCGCCAAGTACCACTTTGACCTCAGCGGCACGGCGTTTGGTGCCTT

GGCAAAGCCCGGCCGCAATGATGAGCTCCGCCACGCCGGCATCATCGACATCCA

GTTCAAGAGGTCTGTGACATGCACTGCTTATTTCATAGAACCAGAGGCCAACCAA

TCTCATGGCCCTACTTTGCTATGGAGCCCTTGTACTTTTGCTCAACAAACTTTAGC

GACAACAATCAGTTTGAGTAGATTCGCACAAATAGCAGTAGTACTTCCACTTTAC

AATTTGGTGTTTTATATATAACATGTAACATATAACATGGCCTAATCCAAATTACA

TATAACATGGCCTGTTCCTGTAGGGTGCCCTGCATCTACCCCGGGCAGATGGTGA

CCTTCCACATCGAGCACGGCTCAAACCCTAACTACTTGGCGGTGCTCGTTGAGTT

CGAAGATGGCGACGGCGATGTCGTCCAGGTGGACCTCATGGAGGCCAACTCCGG

GTGGTGGACGCCGATGCGGGAGTCGTGGGGATCCATCTGGAGGTTGGACACCAG

ACGACCGCTCACGGCCCCCTTCTCGCTGCGCATCACCAACGAGTCTGGCCAGAAG

CTGGTGGCTTACCAGGTCATCCCGGCCAACTGGGCGCCCAACACCTACTACCGCT

CCAACATCCAGTACCAGGCTTTTAGCTCTGATGATGGTCTGGATATTGGCTCTGCT

GCTGGACTGGTTATTAGCTCTGCTGCTGGACTGGACACGAAAATTCTCGGCGTTA

CTGGCTTGATTTGTTTGGTATTGTCTCGTTTGCATGGGACTGATGTGCCGTAGTTA

ATTTGCAGGTGACAAGTGATATGTCGGGTGTCCTATGCGGCTATGCTGTAGGAGG

TGTTGTGTGTCTTCAAAAATTTGATGATGAAAACCATAACATTCCTATGAATTTCG

TTGATTCCTCTGCATTTGTTTTCCCCCACCTCTGA 


