IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.1G109300

Gene Model: PhHAL.1G109300.1.p
Description: PhhEXPA-03

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm

GENE STRUCTURE

PhhEXPA-03
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE
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Query seq.
Superfanilies PLNO0193

List of domain hits o

Name Accession Description Interval E-value
[+] PLND0193 super family cl3342 expansin-A; Provisional 30-267 4.68e-135

SEQUENCES
Peptide
>PhhEXPA-03

MAPALAPVLAAVLLALGWAVAVAADGVTTNASAPAPTTGWLKAHATFYGGADAS
DTMGGACGYGDLYLQGYGTRTAALSTALFNDGASCGQCYEIACDHETDPTWCKPG
ATVTVAATNFCPPNYALPSDNGGWCNPPRPHFDMAQPAWERIGVYRAGIIPVMYRR
VPCVRRGGVRFMINGHDYFNLVLVTNVAAAGSIKSMEVKAADSTDWTPMARNWGA
NWHSMAYLTGKMLSFRVTNTDGQALEFANVVPQGWKFGQTFASKLQFS*

CDS (coding sequence)
>PhhEXPA-03

ATGGCTCCAGCTCTAGCTCCAGTCCTCGCGGCAGTGTTGCTCGCACTCGGCTGGG
CGGTGGCCGTGGCCGCAGACGGCGTCACGACCAACGCGTCGGCTCCGGLCGLCCGA
CGACCGGGTGGCTCAAGGCGCACGCCACATTCTACGGCGGTGCCGACGCCTCCGA
CACCATGGGTGGCGCGTGCGGGTACGGGGACCTGTACTTGCAGGGATACGGCAC
GCGCACGGCGGCGCTGAGCACGGCGCTCTTCAACGACGGCGCGTCGTGCGGCCA
GTGCTACGAGATCGCGTGCGACCACGAGACCGACCCGACGTGGTGCAAGCCCGG
CGCCACGGTCACCGTCGCGGCCACCAACTTCTGCCCGCCCAACTACGCGCTGCCC
AGCGACAACGGCGGCTGGTGCAACCCGCCGCGCCCCCACTTCGACATGGCGCAG
CCGGCGTGGGAGAGGATCGGCGTCTACCGTGCAGGCATCATCCCAGTCATGTACA
GAAGAGTTCCATGCGTGCGACGGGGCGGCGTAAGGTTCATGATCAACGGGCACG
ACTACTTCAACCTTGTGCTCGTTACCAATGTTGCGGCCGCAGGCTCGATCAAATCC
ATGGAAGTCAAGGCCGCCGATTCGACTGATTGGACGCCGATGGCGCGCAACTGG
GGCGCGAACTGGCACTCCATGGCCTATCTCACCGGCAAAATGCTCTCGTTCAGGG
TGACCAACACCGATGGACAAGCTCTTGAATTCGCAAACGTGGTGCCACAAGGAT
GGAAGTTTGGCCAGACTTTCGCAAGCAAATTGCAGTTCAGCTGA

Nucleotide
>PhhEXPA-03

ATGGCTCCAGCTCTAGCTCCAGTCCTCGCGGCAGTGTTGCTCGCACTCGGCTGGG
CGGTGGCCGTGGCCGCAGACGGCGTCACGACCAACGCGTCGGCTCCGGLCGLCCGA
CGACCGGGTGGCTCAAGGCGCACGCCACATTCTACGGCGGTGCCGACGCCTCCGA
CACCATGGGTAACACACATACTCGCTTCATCACTAATCACGCACGCCAAGAAATG
CCAGTGCACACGCACGGCAGCTCACCGCGACGATGTGTATACGCTCTGTTTGCGC



GGCATGCAGGTGGCGCGTGCGGGTACGGGGACCTGTACTTGCAGGGATACGGCA
CGCGCACGGCGGCGCTGAGCACGGCGCTCTTCAACGACGGCGCGTCGTGLGGLC
AGTGCTACGAGATCGCGTGCGACCACGAGACCGACCCGACGTGGTGCAAGCCCG
GCGCCACGGTCACCGTCGCGGCCACCAACTTCTGCCCGCCCAACTACGCGLCTGCC
CAGCGACAACGGCGGCTGGTGCAACCCGCCGCGCCCCCACTTCGACATGGCGCA
GCCGGCGTGGGAGAGGATCGGCGTCTACCGTGCAGGCATCATCCCAGTCATGTAC
AGAAGGTGTGTGCATAGTGACTTGTCTTTTTTTTTTGAGAGAGAATATGTACTCAA
TACTGAATTGTCTTTGCTACTCTCTTATGCAATAACTGTGAAAAAGGGAGAGAGA
TCTCACTTGCATTGCAGTAGACGGACGGTAGTAGTCTTAAACAGAAAAATTCTCA
CTTGCAGAGTTCCATGCGTGCGACGGGGCGGCGTAAGGTTCATGATCAACGGGCA
CGACTACTTCAACCTTGTGCTCGTTACCAATGTTGCGGCCGCAGGCTCGATCAAA
TCCATGGAAGTCAAGGCCGCCGATTCGACTGATTGGACGCCGATGGCGCGCAACT
GGGGCGCGAACTGGCACTCCATGGCCTATCTCACCGGCAAAATGCTCTCGTTCAG
GGTGACCAACACCGATGGACAAGCTCTTGAATTCGCAAACGTGGTGCCACAAGG
ATGGAAGTTTGGCCAGACTTTCGCAAGCAAATTGCAGTTCAGCTGA






