IDENTIFICATION

Species: Citrus sinensis

Locus: orangel.1g024303m

Gene Model: orangel.1g024303m
Description: CisEXPB-02
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Csinensis_v1 1
Kegg: https://www.genome.jp/entry/T02983

EXTERNAL RESOURCES

https://www.citrusgenomedb.org/organism/Citrus/sinensis
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DOMAIN ARCHITECTURE
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Superfanilies | DPBB_RIpA_EXP_N-like superfamily | Pollen_allerg_1 superfanily

List of domain hits *

Name Accession Description Interval E-value
[+ DPBB_EXPB_N ¢d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 41-164 6.68e-71
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pl and PIIl from Lolium perenne 172-248  3.37e-30
Peptide
>CisEXPB-02

MATRSSISLSLSFFLAFLCYLELCSCFYPKHLNLSAVGTHWSTAGATWYGSPDGAGSD
GGACGYGNAVSQSPFSSFVTAIGPSLYKSGKECGACYQVKCTRHPACSGKAVRVVIT

DFCPGGPCVSESAHFDLSGTAFGAMAIPGQEEKLRDAGVLEVRYARVACDYSGRNIA
FHVDQGSNPNYLAVVVEFEDGDGDLAGVDVKEGSGEWRAMQQSWGATWKLNAGS
ELHPPLSLRLTSQYSGQTLVANNVIPQGWMPGATYRSLVNYNV*

CDS (coding sequence)
>CisEXPB-02

ATGGCTACTAGAAGTAGTATTAGCTTGTCCCTTTCATTTTTCCTAGCTTTTCTTTGC
TACTTGGAGCTTTGCTCTTGCTTTTACCCCAAACACCTCAACTTGTCAGCCGTCGG
AACCCACTGGTCGACCGCCGGAGCCACCTGGTATGGCAGCCCTGACGGTGCCGG
AAGTGACGGAGGTGCTTGTGGGTATGGCAATGCAGTGTCACAAAGCCCTTTCTCT
TCTTTTGTGACCGCCATAGGTCCAAGCCTTTATAAATCCGGCAAGGAATGCGGTG
CTTGCTATCAGGTCAAGTGCACAAGGCATCCAGCATGTTCAGGCAAAGCAGTTCG
AGTTGTGATAACAGATTTTTGTCCCGGCGGTCCATGTGTGTCGGAATCTGCACATT
TCGACCTCAGCGGAACAGCTTTCGGTGCCATGGCCATCCCCGGCCAAGAAGAGA
AGCTTCGCGATGCCGGAGTTTTGGAAGTCCGATATGCACGGGTTGCTTGTGATTA
CTCCGGAAGGAACATAGCCTTCCATGTTGACCAGGGATCAAACCCTAACTACCTG
GCCGTGGTGGTTGAGTTCGAAGATGGAGACGGTGACCTAGCCGGCGTCGATGTG
AAGGAGGGTTCCGGTGAATGGCGAGCCATGCAACAATCATGGGGTGCAACGTGG
AAGCTCAACGCCGGCTCGGAATTACACCCTCCACTCTCACTCCGGCTGACATCTC
AGTATTCAGGCCAAACCCTGGTGGCCAACAATGTGATTCCTCAAGGATGGATGCC
CGGAGCTACATATAGATCCTTGGTTAATTATAATGTCTAG

Nucleotide
>CisEXPB-02

TAAGTGTTAAAGTGTTGTGGTAATGGCTACTAGAAGTAGTATTAGCTTGTCCCTTT
CATTTTTCCTAGCTTTTCTTTGCTACTTGGAGCTTTGCTCTTGCTTTTACCCCAAAC



ACCTCAACTTGTCAGCCGTCGGAACCCACTGGTCGACCGCCGGAGCCACCTGGTA
TGGCAGCCCTGACGGTGCCGGAAGTGACGGTACGTATATAATGTGTATACACATT
CGTACGTACGTACACACGTAAATACATACACATAGGTCTTAGTTATTTATTAATTA
TATGCTGCGTATATATTCATGCAGGAGGTGCTTGTGGGTATGGCAATGCAGTGTC
ACAAAGCCCTTTCTCTTCTTTTGTGACCGCCATAGGTCCAAGCCTTTATAAATCCG
GCAAGGAATGCGGTGCTTGCTATCAGGTTGTTTAATGAGAATTAATCAATTAATA
TTGTTTTGTATACACAAAATCAAATATGATTAAAGACTTTTTAGTTTTTATGGTTC
ACGTTACACGTACTTATTAAAATATTCTTCACGTTCTTTTTGACTGATTCTAAATCT
TCCACAGTTTATTATTTTTTATATACGCAACATTGAGACTACTTAATTAAGAGTGG
TGCATTATTTGTTATTAGGTCAAGTGCACAAGGCATCCAGCATGTTCAGGCAAAG
CAGTTCGAGTTGTGATAACAGATTTTTGTCCCGGCGGTCCATGTGTGTCGGAATCT
GCACATTTCGACCTCAGCGGAACAGCTTTCGGTGCCATGGCCATCCCCGGCCAAG
AAGAGAAGCTTCGCGATGCCGGAGTTTTGGAAGTCCGATATGCACGGTAAAATTG
TAATTAATTAATTTTAAAACGTCGATCTCTTTAGGCCAATGTAAAAAAGAGTAGT
ATATACTACACTTTCTAAGAGGTACCTTAACGTTCGTAATTCGAGTAAAGTGATA
GTACATAGAATGAAGTAATAAGTAAATTAGCAAGTTATGAAATTGACTATCTATA
ATAGATGAGTCCTATGTATATTATAATATTAACCCTTGCTCTGGGTATATTAAGAA
ATTATTTGAAAAATTGAGTGTTATTATAAAAGAAGAAGAAAAGAGAAAACGCTT
GAGTATGAGGTCATTTTCTTACTATTTATTGTTAAAGATACAAATAACAAAATATC
CTCGAGTCATTTTCGAGTCCAACACTGATTTGGAATATTATTGAGTCTTATGTTAA
GTAATCTTATTTTTTAAATACAAATTGAGCATAACCTATACCCATTTTTTAAAATT
TTATAAAATTAACGGGGGAAACAGCGTATTAGCATCATGCCAAAAACGCCCTGCT
AGCAAACTCAAACTTTTACGAAATTGTTTCAACTAGACACGACCAAAAAGGCAA
AAGAAACTAAAGGTGTTTGTTTGAATACGCATGCATGCTGAAGCAATTATATTTG
GTCACGGCATTGTTAGTCCTCTAATTAATTTGACTTAAAAGTCAAATTACTGATTA
CTTATACAAGCACATTTTTTAATTTAACATATATAAATATTTTATTTTTTGCTATAT
GCGCATAGGGTTGCTTGTGATTACTCCGGAAGGAACATAGCCTTCCATGTTGACC
AGGGATCAAACCCTAACTACCTGGCCGTGGTGGTTGAGTTCGAAGATGGAGACG
GTGACCTAGCCGGCGTCGATGTGAAGGAGGGTTCCGGTGAATGGCGAGCCATGC
AACAATCATGGGGTGCAACGTGGAAGCTCAACGCCGGCTCGGAATTACACCCTCC
ACTCTCACTCCGGCTGACATCTCAGTATTCAGGCCAAACCCTGGTGGCCAACAAT
GTGATTCCTCAAGGATGGATGCCCGGAGCTACATATAGATCCTTGGTTAATTATA
ATGTCTAG






