IDENTIFICATION

Species: Oryza sativa Kitaake

Locus: OsKitaake04g217700

Gene Model: OsKitaake04g217700.1.p
Description: OskEXPB-16

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake v3 1
KEGG:-

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/bio data/185326



https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326
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B | Pollen_allerg_1

Specific hits

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 37-160 1.13e-79
[+ Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pll and Plll from Lolium perenne. 168-244 1.90e-30

>0OskEXPB-16

MASRFQLILSTFVVIAAVTMLPRPCASIEFHRKLSSWSNGGATWYGAANGAGSDGGA
CGYQGAVFQAPFSSMIAAGSPSIYKSGLGCGSCYQVKCTGNSACSGNPVTVVLTDEC

PGGPCLSEPVHFDLSGTAFGAMANPGQADQLRAAGVLQIQYNRVPCNWGGVKLTFV
VDVGSNPNYFAVLVKYENGDGDLSGVELMQTGAGAAWTQMQQSWGAVWKLNAG
SALQAPFSIRLTSSSGKTLVASNVIPSGWKPGMSY ISTVNF*

CDS (coding sequence)
>0skEXPB-16

ATGGCTTCCAGGTTCCAGCTGATTTTGTCGACCTTCGTTGTCATTGCCGCTGTCAC
CATGCTTCCACGCCCTTGCGCTTCCATCGAGTTCCACCGCAAGCTCTCCAGCTGGT
CCAATGGCGGAGCTACGTGGTATGGCGCTGCAAATGGCGCCGGAAGTGATGGTG
GTGCATGTGGGTACCAGGGTGCCGTCTTCCAGGCACCGTTCTCGTCTATGATCGC
CGCCGGCAGTCCTTCCATCTACAAGTCTGGCTTGGGCTGCGGCTCTTGCTACCAG
GTGAAATGCACTGGAAATAGCGCTTGCTCGGGCAACCCGGTGACTGTCGTCCTCA
CCGACGAGTGCCCCGGAGGCCCGTGCCTCAGCGAGCCGGTCCACTTCGACCTGAG
CGGCACGGCGTTCGGTGCCATGGCGAACCCCGGCCAGGCCGACCAGCTGLCGLGC
CGCCGGCGTCCTCCAAATCCAGTACAACCGCGTGCCGTGCAACTGGGGCGGAGTG
AAGCTCACCTTCGTCGTGGACGTCGGCTCGAACCCCAACTACTTCGCCGTGCTCG
TCAAGTACGAGAACGGAGACGGTGACCTCTCCGGCGTGGAGCTCATGCAGACCG
GCGCCGGCGCCGCCTGGACGCAGATGCAGCAGTCGTGGGGCGCCGTCTGGAAGC
TGAACGCCGGCTCGGCACTGCAGGCGCCGTTCTCCATCCGCCTCACGTCCAGCTC
CGGCAAGACGCTCGTCGCCAGCAACGTCATCCCTTCCGGGTGGAAGCCCGGCATG
TCGTACATATCGACGGTGAACTTCTAA

Nucleotide
>0OskEXPB-16

CACACACAGCCCACACCACCTCTCATCGACTCATTTGCTTGCATCTTCCAAATCCT
TGCAAAGCAACAACAATCCTAGCAAGTTTAGCTAAGCAGGTATAGCAGCCATGG
CTTCCAGGTTCCAGCTGATTTTGTCGACCTTCGTTGTCATTGCCGCTGTCACCATG



CTTCCACGCCCTTGCGCTTCCATCGAGTTCCACCGCAAGCTCTCCAGCTGGTCCAA
TGGCGGAGCTACGTGGTATGGCGCTGCAAATGGCGCCGGAAGTGATGGTAAATA
CGTTGTCATCAGATGAGAGTTTCTTCGAAAAGAAAATTCATGCCTATGTATGTCA
TGTCTTAACAGTGCAATATCTGTGTGTACAGGTGGTGCATGTGGGTACCAGGGTG
CCGTCTTCCAGGCACCGTTCTCGTCTATGATCGCCGCCGGCAGTCCTTCCATCTAC
AAGTCTGGCTTGGGCTGCGGCTCTTGCTACCAGGTACATATATACCGACAGATCA
GAATATATATCTAGTATAATTAAGTCTGTGCACATACATGTACTCCCTCCGTCCCA
AGATGTTTGACGCTGTTGACTTTTTAAAAAATATTTGACCGTTCGTCTTATTCAAA
AAATTTAAGTAATTATTAATTCTTTTCCTATCATTTGATTTATTGTTAAGTATACTT
TTACGTATACATATAGTTTTACACATTTCACAAAAGTTTTTGAATAAGACGAACG
GTCAAACATATTTAAAAAAGTCAACGGCGTATTTAGGGAAGGAGGGAGTATATG
CCTGTATTGCATCTAACATTGGAAATCAACAATATAATTTTTCAGGTGAAATGCA
CTGGAAATAGCGCTTGCTCGGGCAACCCGGTGACTGTCGTCCTCACCGACGAGTG
CCCCGGAGGCCCGTGCCTCAGCGAGCCGGTCCACTTCGACCTGAGCGGCACGGCEG
TTCGGTGCCATGGCGAACCCCGGCCAGGCCGACCAGCTGLGLGLLGLLGGLGTCC
TCCAAATCCAGTACAACCGGTAAGCGAGCATCTTTCACTTCCGTGCAAAAATTGC
TGCAGCAGCAATGGCCAAAAGTCGGCCAAGCAGCAGAACACTTGCAGTTATCAC
GGCTTCACTCATCTTTTCTTATCACCACGCATGGACCACCGGCCACCGGGGCACA
TGCACTGCTTCAGCTATAACCTCCATGCATGCAACTGTCCTTCAATTCTTCTTCTC
GTGTTGGTTTCTTTCAAACGATCCGATCGAACGCACGTGATGTGTGTACAGCGTG
CCGTGCAACTGGGGCGGAGTGAAGCTCACCTTCGTCGTGGACGTCGGCTCGAACC
CCAACTACTTCGCCGTGCTCGTCAAGTACGAGAACGGAGACGGTGACCTCTCCGG
CGTGGAGCTCATGCAGACCGGCGCCGGCGCCGCCTGGACGCAGATGCAGCAGTC
GTGGGGCGCCGTCTGGAAGCTGAACGCCGGCTCGGCACTGCAGGCGCCGTTCTCC
ATCCGCCTCACGTCCAGCTCCGGCAAGACGCTCGTCGCCAGCAACGTCATCCCTT
CCGGGTGGAAGCCCGGCATGTCGTACATATCGACGGTGAACTTCTAACGATCGCA
AGCAATATCTCAACTTGCATGCTTGCTGCATGCATGTGTCTGCAGTCTGCAGGCAT
ATGTTAGATCGGTTATTCGTTGGTGCAACAACGATGTGTGCTACAGGGCTACAGG
TTTGTCGTAAGTGTGAAATTAATAACGGCGAGATGCAGAGGCGGAGGCGCAGAT
GATTTACTAGTTCTCCCCTCCTCGCCGCAGTACGTGTCAATGATTATCGTTATACG
TGTTTACTGTGTGTATTGTTTGTATCAGAACAGAGCCGACCAGTGCTTATAAACGT
GCTATATATGAACATATTCGCATTGTGTTGTTGTGTCTTGACTGTGC





