
IDENTIFICATION 

Species: Oryza sativa Kitaake 

Locus: OsKitaake04g217700 

Gene Model: OsKitaake04g217700.1.p 

Description: OskEXPB-16 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1  

KEGG:- 

EXTERNAL RESOURCES 

https://rice-genome-hub.southgreen.fr/bio_data/185326 

https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>OskEXPB-16 

MASRFQLILSTFVVIAAVTMLPRPCASIEFHRKLSSWSNGGATWYGAANGAGSDGGA

CGYQGAVFQAPFSSMIAAGSPSIYKSGLGCGSCYQVKCTGNSACSGNPVTVVLTDEC

PGGPCLSEPVHFDLSGTAFGAMANPGQADQLRAAGVLQIQYNRVPCNWGGVKLTFV

VDVGSNPNYFAVLVKYENGDGDLSGVELMQTGAGAAWTQMQQSWGAVWKLNAG

SALQAPFSIRLTSSSGKTLVASNVIPSGWKPGMSYISTVNF* 

CDS (coding sequence) 

>OskEXPB-16 

ATGGCTTCCAGGTTCCAGCTGATTTTGTCGACCTTCGTTGTCATTGCCGCTGTCAC

CATGCTTCCACGCCCTTGCGCTTCCATCGAGTTCCACCGCAAGCTCTCCAGCTGGT

CCAATGGCGGAGCTACGTGGTATGGCGCTGCAAATGGCGCCGGAAGTGATGGTG

GTGCATGTGGGTACCAGGGTGCCGTCTTCCAGGCACCGTTCTCGTCTATGATCGC

CGCCGGCAGTCCTTCCATCTACAAGTCTGGCTTGGGCTGCGGCTCTTGCTACCAG

GTGAAATGCACTGGAAATAGCGCTTGCTCGGGCAACCCGGTGACTGTCGTCCTCA

CCGACGAGTGCCCCGGAGGCCCGTGCCTCAGCGAGCCGGTCCACTTCGACCTGAG

CGGCACGGCGTTCGGTGCCATGGCGAACCCCGGCCAGGCCGACCAGCTGCGCGC

CGCCGGCGTCCTCCAAATCCAGTACAACCGCGTGCCGTGCAACTGGGGCGGAGTG

AAGCTCACCTTCGTCGTGGACGTCGGCTCGAACCCCAACTACTTCGCCGTGCTCG

TCAAGTACGAGAACGGAGACGGTGACCTCTCCGGCGTGGAGCTCATGCAGACCG

GCGCCGGCGCCGCCTGGACGCAGATGCAGCAGTCGTGGGGCGCCGTCTGGAAGC

TGAACGCCGGCTCGGCACTGCAGGCGCCGTTCTCCATCCGCCTCACGTCCAGCTC

CGGCAAGACGCTCGTCGCCAGCAACGTCATCCCTTCCGGGTGGAAGCCCGGCATG

TCGTACATATCGACGGTGAACTTCTAA 

Nucleotide 

>OskEXPB-16 

CACACACAGCCCACACCACCTCTCATCGACTCATTTGCTTGCATCTTCCAAATCCT

TGCAAAGCAACAACAATCCTAGCAAGTTTAGCTAAGCAGGTATAGCAGCCATGG

CTTCCAGGTTCCAGCTGATTTTGTCGACCTTCGTTGTCATTGCCGCTGTCACCATG



CTTCCACGCCCTTGCGCTTCCATCGAGTTCCACCGCAAGCTCTCCAGCTGGTCCAA

TGGCGGAGCTACGTGGTATGGCGCTGCAAATGGCGCCGGAAGTGATGGTAAATA

CGTTGTCATCAGATGAGAGTTTCTTCGAAAAGAAAATTCATGCCTATGTATGTCA

TGTCTTAACAGTGCAATATCTGTGTGTACAGGTGGTGCATGTGGGTACCAGGGTG

CCGTCTTCCAGGCACCGTTCTCGTCTATGATCGCCGCCGGCAGTCCTTCCATCTAC

AAGTCTGGCTTGGGCTGCGGCTCTTGCTACCAGGTACATATATACCGACAGATCA

GAATATATATCTAGTATAATTAAGTCTGTGCACATACATGTACTCCCTCCGTCCCA

AGATGTTTGACGCTGTTGACTTTTTAAAAAATATTTGACCGTTCGTCTTATTCAAA

AAATTTAAGTAATTATTAATTCTTTTCCTATCATTTGATTTATTGTTAAGTATACTT

TTACGTATACATATAGTTTTACACATTTCACAAAAGTTTTTGAATAAGACGAACG

GTCAAACATATTTAAAAAAGTCAACGGCGTATTTAGGGAAGGAGGGAGTATATG

CCTGTATTGCATCTAACATTGGAAATCAACAATATAATTTTTCAGGTGAAATGCA

CTGGAAATAGCGCTTGCTCGGGCAACCCGGTGACTGTCGTCCTCACCGACGAGTG

CCCCGGAGGCCCGTGCCTCAGCGAGCCGGTCCACTTCGACCTGAGCGGCACGGCG

TTCGGTGCCATGGCGAACCCCGGCCAGGCCGACCAGCTGCGCGCCGCCGGCGTCC

TCCAAATCCAGTACAACCGGTAAGCGAGCATCTTTCACTTCCGTGCAAAAATTGC

TGCAGCAGCAATGGCCAAAAGTCGGCCAAGCAGCAGAACACTTGCAGTTATCAC

GGCTTCACTCATCTTTTCTTATCACCACGCATGGACCACCGGCCACCGGGGCACA

TGCACTGCTTCAGCTATAACCTCCATGCATGCAACTGTCCTTCAATTCTTCTTCTC

GTGTTGGTTTCTTTCAAACGATCCGATCGAACGCACGTGATGTGTGTACAGCGTG

CCGTGCAACTGGGGCGGAGTGAAGCTCACCTTCGTCGTGGACGTCGGCTCGAACC

CCAACTACTTCGCCGTGCTCGTCAAGTACGAGAACGGAGACGGTGACCTCTCCGG

CGTGGAGCTCATGCAGACCGGCGCCGGCGCCGCCTGGACGCAGATGCAGCAGTC

GTGGGGCGCCGTCTGGAAGCTGAACGCCGGCTCGGCACTGCAGGCGCCGTTCTCC

ATCCGCCTCACGTCCAGCTCCGGCAAGACGCTCGTCGCCAGCAACGTCATCCCTT

CCGGGTGGAAGCCCGGCATGTCGTACATATCGACGGTGAACTTCTAACGATCGCA

AGCAATATCTCAACTTGCATGCTTGCTGCATGCATGTGTCTGCAGTCTGCAGGCAT

ATGTTAGATCGGTTATTCGTTGGTGCAACAACGATGTGTGCTACAGGGCTACAGG

TTTGTCGTAAGTGTGAAATTAATAACGGCGAGATGCAGAGGCGGAGGCGCAGAT

GATTTACTAGTTCTCCCCTCCTCGCCGCAGTACGTGTCAATGATTATCGTTATACG

TGTTTACTGTGTGTATTGTTTGTATCAGAACAGAGCCGACCAGTGCTTATAAACGT

GCTATATATGAACATATTCGCATTGTGTTGTTGTGTCTTGACTGTGC 




