IDENTIFICATION
Species: Ananas comosus
Locus: Aco011719

Gene Model: Aco011719.1
Description: AncEXPB-05
Family: Beta Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Acomosus_v3



https://phytozome-next.jgi.doe.gov/info/Acomosus_v3

EXTERNAL RESOURCES

http://pineapple.angiosperms.orag/pineapple/html/index.html#:~:text=The%20PGD%20(Pinea
pple%20Genomics%20database,genomics%20and%20CAM%20pathway%20genes..
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DOMAIN ARCHITECTURE
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Superfanilies PLNO3023

List of domain hits e
Name Accession Description Interval E-value
[+] PLN03023 super family  ci33621 Expansin-like B1; Provisional 65-292  3.53e-33
SEQUENCES

Peptide

>AncEXPB-05

MTAQYGAVQFELLIETMEYYSFILRLLPLFSTIAFLLLLTCFNISAANSNNSNVTTSSSS

TWYPARATWYGDPHGAGSDGGGYGDAVENPPFSSMVSAGGPSLFKSGHGCGYQVK
CTGNGVCSGEPVTVAIADLCPGCLSEQVHFDMSGTAFGAMAIPGEDDRIRDVGVLTV
QYMRVECKYPGYDVAFYVDSGSNPYYFAVAVEYEGGDGDLWGLDLMQGGSDHSW
LPMQHSWGAVWMLSSSGSQLRAPFSIRLTTLSTHRTAIASRVIPIGWKPGSTYRFRIQF
SSVSA*

CDS (coding sequence)
>AncEXPB-05

ATGGGCCCAGTGGCGCGGTAGTTCGAGCTCCTCATTGAGCATGGAGTTAGCTTCA
TCCTGCGTCTTCCTTATTCTCCCATAGCTTTCCTTGTTGCTCTTGCTTTAATATCAG
TGCTGCGATCCAATCAAGTACCTCCTCTTCATCACTGGTATCCGGCCCGCGCCATG
GTGGAGCCCCATGGTGCCGGAAGCGGGTGGTGCATGTGGTTGGAGATGCGGTGG
AGACCGCCTTTCTCATCCATGGTTTCAGCAGGAGGCCCCTCGCTCTTCAAATCAG
GCCGGATGTGGCGCTTGTTATCAGGTGAAATGCCGGAAATGGTGTGTGTTCTGGG
GAGCCGGTGGGTGGCGATTGCTGTTGTGCCCAGGATGCCTCTCGGAGCAAGTCCT
TCGATGAGCGGAGGCATTCGGGGCCATGGCGATCCCTGGCGAAGGATCGGATTC
GCGATGTGGGCGTCCTCAGTAGTATGCGAGTCGAGTGCAAATATCCAGGTTATGG
TGGCGTTCTGTGGTCGGGCTCGACCGTTTTCGCGGTCGCGGTGGAGTGAGGGTGG
GGGGGGTTGTGGGGTGGATCTGATGCAAGGTGGGTCGGCATTCGTGGCTCCCCAT
GCATCCTGGGGCGCGGTTTGGATGTTGAGTTCCTCCGGCTCGCATCCGCGCCCCG
TTCTCGATCAGGCTCCCCTCTCGCCCGGCGCAATCGCGAGTCGGGTGATTCCTATT
GGGTGGAACCGGTTCGCTCGGTTCAGGATCCAATTTAGCAGTGTCTCAGCTTAA
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Nucleotide
>AncEXPB-05

ATGGGCCCAGTGGCGCGGTAGGTCATGGCCCAACTCTTTGGGCCGTGATATTTCA
AAGTTATATCCTAACAAAGTTTAGCTAATGTGAAGCGTCAATCATAGTGGTTGCA
TAAATGCCCTTTTCAGCAGCATGAGATATTATTTTTATTTTTAGTTTGATTCTCCCT
TGGTTTCAAATTTATGCTATAAATCCTTTCTGTTATAAATTTCCTAATCCTCAAAG
AAAAAAAAAAAGAGGGGGGGGAATATATAGCTTATGTGTAACTGTTGCTTCATA
TTGCTTCATCTTGTTCTAATCTTGGAAAAGAATATGGTATTTATAGATCTCTAAAA
GGTGCCAGTTATTAAGATGGAATTTGAATCATATATAAGCGGTGTAATATTAATA
TCATTTAGTTCGAGCTCCTCATTGAGCATGGAGTTAGCTTCATCCTGCGTCTTCCT
TATTCTCCCATAGCTTTCCTTGTTGCTCTTGCTTTAATATCAGTGCTGCGATCCAAT
CAAGTACCTCCTCTTCATCACTGGTATCCGGCCCGCGCCATGGTGGAGCCCCATG
GTGCCGGAAGCGGGTAATATATATATATGCATGTGTGAGAGAGATTGCTACAATA
AGTTATAAGTTTATCATCTTTTTTGTTAACAAAGGTGGTGCATGTGGTTGGAGATG
CGGTGGAGACCGCCTTTCTCATCCATGGTTTCAGCAGGAGGCCCCTCGCTCTTCA
AATCAGGCCGGATGTGGCGCTTGTTATCAGGTAAATTAAAATAGTAAATCGTGGT
ATGAATGGGGAGAGCAGTTGGTGCATAAGTTTAAGTTTTCAATCTGTATTTTGTTA
GTGAGCTCTTTTTGAGTCCGAGTTTCTTTGTATGTATATATAATGTTCGTTTAGGTT
TTATGCAGATTTATGTATCTCAGGTGAAATGCCGGAAATGGTGTGTGTTCTGGGG
AGCCGGTGGGTGGCGATTGCTGTTGTGCCCAGGATGCCTCTCGGAGCAAGTCCTT
CGATGAGCGGAGGCATTCGGGGCCATGGCGATCCCTGGCGAAGGATCGGATTCG
CGATGTGGGCGTCCTCAGTAGTATGCGGTATAAGTATCTATATATTAGTGGGGAA
GATAATCAATAATTATGCAGTTAATTAGTCCCAAAGTTTGAAAAGTTAATTAGTA
TTGGTTTCATCCTTATGCATGTCATTATTATCGTCAATTTTTTGATAAAATTGAAAT
TTAGAGATTAAAATGAAAATAGATCAAGCTTTAAATGAAATTAAAATCGAGGAT
GGATCTTATATATTCAAAAATGAAAATAAAATTGTCAATAATCTTTTTTCTTTTCT
TTTGTGCAGAGTCGAGTGCAAATATCCAGGTTATGGTGGCGTTCTGTGGTCGGGC
TCGACCGTTTTCGCGGTCGCGGTGGAGTGAGGGTGGGGGGGGTTGTGGGGTGGAT
CTGATGCAAGGTGGGTCGGCATTCGTGGCTCCCCATGCATCCTGGGGCGCGGTTT
GGATGTTGAGTTCCTCCGGCTCGCATCCGCGCCCCGTTCTCGATCAGGCTCCCCTC
TCGCCCGGCGCAATCGCGAGTCGGGTGATTCCTATTGGGTGGAACCGGTTCGCTC
GGTTCAGGATCCAATTTAGCAGTGTCTCAGCTTAA




