IDENTIFICATION

Species: Marchantia polymorpha
Locus: Mapoly0019s0184

Gene Model: Mapoly0019s0184.1.p
Description: MpoEXPA-03
Family: Alpha Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Mpolymorpha v3 1
KEGG:-

EXTERNAL RESOURCES

https://marchantia.info/
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Legend:
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DOMAIN ARCHITECTURE

Query seq.
Superfanilies

PLN00193
+ Name Accession Description Interval E-value
[+] PLN00193 super family 3342 expansin-A, Provisional 5-255 477e-114
SEQUENCES

Peptide

>MpoEXPA-03

MAAKRVSRALAVMLLVQSLLGRVAADARQVKWRNAHATFYGGSDASGTMGGACG
YGNLYSQGYGTDTTALSAALFDNGAKCGACFAITCYRSRWCLPGKPILQVTATNFCP
SNPNLPNDNGGWCNPPRRHFDLAQPAFTQIAIYEGGIVPVLFKRVPCKRSGPIRYTING
QRYFNLVLISNVGGVGDVSAVSVKGANSNYWEPMRRNWGQNWQSDTILVGQSLSF
QVTTSDGSTVTVLDAVASNWEFGQTFEGGQFS*

CDS (coding sequence)
>MpoEXPA-03

ATGGCTGCCAAACGAGTGTCAAGAGCCCTAGCAGTGATGCTCCTGGTGCAGTCCC
TTCTTGGAAGAGTAGCGGCGGACGCTCGACAGGTGAAATGGAGAAATGCTCACG
CGACGTTCTATGGTGGAAGCGATGCATCAGGAACTATGGGGGGGGCGTGCGGAT
ACGGTAACCTTTACAGCCAGGGATATGGAACGGATACTACTGCCTTGAGTGCTGC
TCTGTTCGACAATGGAGCAAAATGCGGAGCATGTTTTGCAATAACATGTTACCGA
TCAAGGTGGTGTTTGCCTGGCAAACCTATACTCCAAGTTACGGCCACCAACTTTT
GCCCGTCGAATCCCAACCTACCTAATGACAATGGCGGCTGGTGCAACCCTCCTCG
TCGCCACTTTGACCTGGCGCAACCTGCCTTCACTCAGATTGCTATTTATGAGGGTG
GTATTGTCCCAGTGCTGTTCAAAAGAGTTCCCTGTAAGAGAAGTGGACCAATTCG
ATATACAATAAACGGGCAAAGGTACTTCAATCTGGTACTTATAAGCAACGTAGGA
GGAGTAGGTGATGTGAGCGCTGTCTCAGTAAAAGGTGCTAACTCAAACTACTGGG
AACCGATGAGACGGAATTGGGGTCAGAACTGGCAGAGTGACACCATTCTCGTCG
GGCAGTCTCTATCCTTTCAGGTGACTACCAGTGATGGCAGTACTGTAACCGTACT
GGATGCGGTTGCTTCTAACTGGGAATTTGGTCAAACATTCGAGGGCGGTCAGTTC
TCATGA

Nucleotide
>MpoEXPA-03

CTGGATTGAAGCAGAAGAGTTCAACTTCTCAATAGCCCGGATCTACATGGACAAA
CTGCTCGTTCACGTGGTGTAAGCTGCGGGGGAAAGAAGGTTACGGGTTGCCTCCG
TGTCCGTAAGATTCCAACGAAAAAACTCAAACATTGATTACCGGCACGGAGCAAT
CAATGGGGGTACCAAACATGAATCGATAGAACCGGGTACAAACGAAGTAAGCCA
TTGGCAGAATTCTGACTTTTTGTGTGCTATGAAAATTAGCAAACCAAAACAAAGG

TAGGCAATTGTGACTTTCACGTCTCTTGGCGTAGTTTGTCGCTAATTTCCGGTTAC

GCTTTCCAGGCTTTGACCGGATTCCAGTATCTAGTGAATTCATATATTCGTTAAGT



TTTGTTGGATTCAGGAACTGAGTTTGATCATGCACTTCAATTTAGGGTTTAGGATT
GTTGTGTACTGAAACTTGAAGCACCGGATCAGCGATGATCATTTCCTGCGCTATC
GAACAATGATGAACGTGCGAGGAAGGGGACGGGGACGACGAGGAAGTACACTG
GGTTTCCACGATGTCCGTGACAAGTCGGGTTAATGAAGAATTATGATATCGACCA
TTCCCAAGAAACTGGGGTCCTGTAACGGCCTCCTCAAGAAGGCCCAGATCTGAGT
AATCGACGACGTGGCATATATTAAGTGCGATTGTTTCGAAAGGTGGAAAAGAGA
TCGTTCCTAATTGGATTCTTTGCGTCCAACAGCTGGCTTGCATATATTGGCTGTAG
CACAAGATTTCAACCGCATTTCCCTGCTCGTTGACACATCTCATTTTGCCGCGCTG
ACGATGCCCAGTGCCTTTGAGAGGCATGGTCAAGCTTCAAATTCGTCGACGTTGG
TGATGCGTTTCGAGCAGTGCTGCTGAAGTCAGCACTGTGTGATCCTACCTCTTGTT
TGTTCGGCGGGTTGATCACGTAACTCTCTAACACGTTAACGCGTTGTCTTCACCTG
AATTTGCCCTTTTCATCGTAAGCAATCAAATGTAAAAATGTCATGCTGTATCGCCG
CATCAGACTGTAATTGTTTTCATGTGGTTTTCTTCTTACTTATCGATTGCGGCCTAA
TAGCGGCTTCAAGTGGCTTCATGGACGAACTCGGGGGTTGTGGTGGTCTCTCAGC
TACTCAGAAGTCAGTATTCTCCAAATGCGCGTCAGTGCTTCTCATCTGATTTGAAA
TGCGCTACCGTTATTCGAGGGGGACTTTTGTGGTTTCATATGCTTGTGTTTGGCCA
GTTGGTCATTGAGATGAAAGCACTCCTTGAAATTCCTGACCCGAAGACTTTTTGG
CCACTGCTAGAGTGATAATATCGATGGAGTCTGTTTTAATGCGTAGCGTAGTAGT
TCTCGTACTCTTGTAGCATGCTACGTTATGTTACTCAAAATCAGACACGGTCGTGA
GTTACAAAACTCTTTTGCCAAAGTAAAGCAATCAGAATTCAGATCGAGAACCTCT
CAAAATCTGAAACCGTCAAGCTGTTCTTTGAATTTACTGCGAAAACCTCGGAAGG
AGAATGTTCAGAACAGGAATATCTGAAGAAAGGCATGTTATATCACAACTAATG
ATAAAACAGCCCAGCTTTACTTGGAGTCATGCAGAAGAGCCAGTTCTAGACAATG
AATAAACTTTCACTGGCAATCAAAGTTTACAAATTGGTCATTCGCGGCTGATTTCT
CGAGCATGCTCTCTATATACTACGATCACTGGACAGTCCAAGACTAAATTGATAA
TACGGCTGGCATATTTAAGGCAATTTTCTGTGTTCGCCGATCAGATTGTCCAAGTC
GTTCTTCCGCAATGTTTATCTGATGCCTCGTAACCTGAAGCCAGCCAATTACCGTT
GTGGTCATCAGCAGGTGGAAGAGGAGTCCAGGATGGCTGCCAAACGAGTGTCAA
GAGCCCTAGCAGTGATGCTCCTGGTGCAGTCCCTTCTTGGAAGAGTAGCGGCGGA
CGCTCGACAGGTGAAATGGAGAAATGCTCACGCGACGTTCTATGGTGGAAGCGA
TGCATCAGGAACTATGGGTGAGCAAAAATTCGGCTTGCATTATTAATGGTATAGA
GATGGGTTTCGCATTTTTACAACCAAGAAGTCCTGGGCATGAGAGTTGATAGGCT
GTGCTCATCATGTACAGGCCAGCCACGACGTATCAACCTCATGACTCGTGCCCAG
GAAGTCCACGGGATGTAGAATGTGACATTAGCTCGTGCATGCAGTTGGGAAAATC
TGGATAGCGCTCAAAGATCCACATATCATTGCACACTGTTAAGGAAAGAAAAGCT
TTCAGGTTTCCAATTCCGAGCCATCTAATTGTCTGCTGCTCGAGAGCTCTCAAAAA
GGTTTATATTACCCTCCATTAGTGGCCTGATTTGAGTGTTAATAAAATTCCTTGCA
GGGGGGGCGTGCGGATACGGTAACCTTTACAGCCAGGGATATGGAACGGATACT
ACTGCCTTGAGTGCTGCTCTGTTCGACAATGGAGCAAAATGCGGAGCATGTTTTG
CAATAACATGTTACCGATCAAGGTGGTGTTTGCCTGGCAAACCTATACTCCAAGT
TACGGCCACCAACTTTTGCCCGTCGAATCCCAACCTACCTAATGACAATGGCGGC
TGGTGCAACCCTCCTCGTCGCCACTTTGACCTGGCGCAACCTGCCTTCACTCAGAT
TGCTATTTATGAGGGTGGTATTGTCCCAGTGCTGTTCAAAAGGTTAAACATTCATA
CAACAAGGCCATGCATCTTCTCTTTTGAAAATCAAAGATTGAATCGATTTCATGA
GTAGTCTAGACGGTAAGTTAGTTCACAGGCATCAACTTAAAATGAACCATGCCAA
AGACCTTCTTGAGAGTTCCAACTGTACCATGCCGTGCTTTTCTTGTGTTTCTTGAT
ATTGACACAGGTGACTGTGACTGCGCAGAGTTCCCTGTAAGAGAAGTGGACCAAT
TCGATATACAATAAACGGGCAAAGGTACTTCAATCTGGTACTTATAAGCAACGTA
GGAGGAGTAGGTGATGTGAGCGCTGTCTCAGTAAAAGGTGCTAACTCAAACTACT
GGGAACCGATGAGACGGAATTGGGGTCAGAACTGGCAGAGTGACACCATTCTCG




TCGGGCAGTCTCTATCCTTTCAGGTGACTACCAGTGATGGCAGTACTGTAACCGT
ACTGGATGCGGTTGCTTCTAACTGGGAATTTGGTCAAACATTCGAGGGCGGTCAG
TTCTCATGAAGTTAACGCCTCTATCTATCTTGATGTGTCCTAAGCGTTCCCACCCG
TTATCGATGTTGATCAGTGAGGATTCGCTCGCCTCACTGCAGAACTGATGAACTG
AAGTCTGTCGTGCCACGCCCGTGTGCCTGTTTACTAGTGTGAAATATTAGCGTATA
GTTCCTCACCTCAGCCAAATTCTTTGTCCCTTAAGCGGATGCGGTTCTGCTCTAGA
AGTACGAACATTTCCGAGAGAACCAGAGGGGTGGGAGCTCCTTCTTGTCTTGTTT
TGGCCTGGTTTATAATTGCTGGGCTTCCGATCACGTCCTTAACGATAGAAACCAG
AGCATTCAGCTCACTTTGTTCTGACTTAATAGAGAAAGGTGATATCATGCAAACG
TCAAGGAACACCCGCAATAAAGCAAGTCAAAATGGTCTGAATTTAACAAGGCCG
CTGACGTAGATGTAGAAAAGGTGTCGTCGACTTCTGTTGACAGTAAATTGAGGTG
GTCAGAAAATTCAATGTGAACTGTTTCGATGAGATTTGTCACGCCATGTTGACAA
GTTGATGGTCTCGCCTTATACCTGGACACTAGGTATATTGCTCACAATTTATTCCT
ATTTCATCGATGCCGCAATCGATGGGATTATAGAGACAGATTTTGTAAATCTGCC
AAACAAGGTAGACGACCTTGCATCAGAAGCCTGATGCAATAATTTTGAACATTCT
ATCTCTCATCTAAGCTATATTTATGACTATTTATTACACTTCTAACTTTGGCTCCCA
CCTAGAATTCGGAGGTACGGCCGGCCTTTTTTCTCACTGGACCATATAAGTAAAA
GCGCCTGCATATGTATTTAGATATCAGTTCTTTTCTGGAACATGGCACACACGCAT
GTACTTGCGCTGAGCGCCACTAAACAGGAACTGGCACGCAAGCGTCGCCAACTTC
AACCTTGTCCTCTCTTATCCATACGCCTCTTCCGTGCATTATTATGATCTTTCGGAG
ATTAACTAACCTGCTGGCCGCGATGTGGATGAGGTTTCACAATCTCTGACTTTCCA
CTTCTCTTTTTCCTTCCTTTTTCCGCTCGCGAAGAGTTTGGCATTTTGCTCAGCTTG
CTCAGGTTCGGAACTTTTGTATCAAACTATTTTTTC





