IDENTIFICATION

Species: Chenopodium quinoa
Locus: AUR62010206

Gene Model: AUR62010206
Description: CQEXPA-04
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Cquinoa_v1 0
KEGG: https://www.genome.jp/entry/T05764

EXTERNAL RESOURCES
https://www.cbrc.kaust.edu.sa/chenopodiumdb/
http://quinoa.kazusa.or.jp/index.html
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Query seq.
Superfanilies PLNO0OS0O

me Accession Description Interval E-value
[+] PLN00050 super family cl31535 expansin A; Provisional 35-258 4.53e-83
SEQUENCES
Peptide
>CQEXPA-04

MSTILQSAFFCLILLQSNIFTALSYDDFEPPDDEWESATATYIKEANGSIIIEGACGYGD
LHKATYGRYGTGLSTILFNRGSSCGACFEIRCVDHIKWCQPGSPAVVVTVTDFCAPN
YGLPSDYGGWCNFPRQHFEMSEDAFTEIAVKSADLIPIQYRRVECERDGGMKFTVTG
NANLYQVLITNVGLDGEVTGVKIKGSRTGWIPMARNWGQLWQCNINLKGQSLSFEV
TTSSGKSVTSYNVAPRNWQFDQTFEGKQIYNY™*

CDS (coding sequence)
>CqEXPA-04

ATGAGCACAATCCTTCAATCTGCATTTTTCTGCTTAATTTTACTGCAATCCAACAT
TTTTACTGCTCTAAGTTATGATGATTTTGAGCCTCCAGATGATGAATGGGAGTCTG
CTACTGCTACTTACATTAAAGAAGCAAATGGGTCTATTATTATTGAAGGGGCATG
TGGGTATGGTGACCTTCACAAGGCAACATATGGAAGATATGGAACAGGACTAAG
CACAATATTGTTCAACAGAGGGAGTAGTTGTGGAGCTTGTTTTGAGATCAGGTGT
GTTGATCATATTAAATGGTGTCAGCCTGGGAGTCCTGCAGTTGTCGTAACCGTCA
CCGATTTCTGTGCTCCAAACTATGGTCTACCTTCTGATTATGGTGGATGGTGTAAC
TTTCCTCGCCAGCATTTTGAAATGTCTGAAGATGCATTTACTGAAATTGCTGTCAA
GTCTGCTGATTTAATTCCAATTCAGTACAGGAGGGTGGAGTGTGAAAGAGACGGT
GGGATGAAATTTACAGTGACTGGAAACGCCAACCTTTACCAAGTTCTTATCACGA
ATGTGGGACTGGATGGTGAAGTAACAGGAGTGAAAATCAAAGGCTCGAGAACAG
GGTGGATACCGATGGCAAGAAACTGGGGACAACTTTGGCAATGTAATATCAATCT
TAAAGGGCAATCGCTCTCATTTGAGGTAACTACCAGCAGTGGGAAATCAGTGACT
TCCTACAATGTGGCTCCCAGAAACTGGCAGTTTGATCAGACATTTGAAGGCAAAC
AAATTTACAATTATTAG

Nucleotide
>CgEXPA-04

GGTTCCTACTTATTTTAAAGACTTTTAGCTTACCTTGTGTCTGCCACCCCCAGAAA
AGCTGCTACTTCTGAAATGTACTCTACAAGTCTACATGAAGTAGTAATTAATCAA

GCTTTAAACCCAGAAAATTCCCACTTTTTTTGACTCATTTTCCTCAAATTTGAGAA
ACCCTCTTTCTCTCTCAAAAAGCTCTCATTAATCCCTAAGAAAGAAAGGAAAAGA
AACTTACTTTTTTTTTTCTCTTCAAAAATGAGCACAATCCTTCAATCTGCATTTTTC




TGCTTAATTTTACTGCAATCCAACATTTTTACTGCTCTAAGTTATGATGATTTTGA
GCCTCCAGATGATGAATGGGAGTCTGCTACTGCTACTTACATTAAAGAAGCAAAT
GGGTCTATTATTATTGGTAACTTCTTTTTTTTATACTCATGTTTCAAATTTTTATTT
CTTTGTTATTGTTATTTTATACTCCATTATATTTTGCACTGTGGAAATTAGAAAAA
AATTTAAAGATGGGAACTTTGGTTATGCTTATGCATCTGCACTACATTTCCTTTGC
TTTGGTAGTGAAATTTGAATCAGTAACGTGACAACTTAACCCGGACAAAGTTAGG

ATTTTGCATTTTTGGAATAGCTAACATTATATTATTAAACTAGTAATGTGACATTT
AAATCCGGGCCAAGTTAGGACTTTACAATAGTTAACATTAAACAACCAAGTTCAC
AGTTTTACATTTTTGACATTTTGCATATTGTTACATTTTCATGAATTTTCTCATTAA

AAAGTACTAAAATTTAGTGGAAATGTAGTAATTTTGAGCAAAATTTGTTCCAAAA
CAGAAGGGGCATGTGGGTATGGTGACCTTCACAAGGCAACATATGGAAGATATG
GAACAGGACTAAGCACAATATTGTTCAACAGAGGGAGTAGTTGTGGAGCTTGTTT
TGAGATCAGGTGTGTTGATCATATTAAATGGTGTCAGCCTGGGAGTCCTGCAGTT
GTCGTAACCGTCACCGATTTCTGTGCTCCAAACTATGGTCTACCTTCTGATTATGG
TGGATGGTGTAACTTTCCTCGCCAGCATTTTGAAATGTCTGAAGATGCATTTACTG
AAATTGCTGTCAAGTCTGCTGATTTAATTCCAATTCAGTACAGGAGGTAACAGAT
TTTCCTAAAACTCATCCTTTGATTTTGCAATATGAATGTGGATTGTTAGCTAGATG
TTCTTATTAGTCGGATGTGTTGCATAGCACTAGTCTCGGGTTTTTGAGACAATGTT
GTGTTGTAGAGCAGTCAAAAATTGACTGGAAACCAAAGAATTGGCCGAGAATGG
ATTTAGCTAACTTAGATTTGTAATGACAAATTTGTGAAAAGCTAATCAATCAGAA
GTGGCTAAAAAAACTGGCAAATTAGCCTGACTGAAAATATTGGCTTTTTACGCGA
TTTTATGACCCAAGCTCCAACGTCACTTGTTAGAGACTAGCTTAATTCATCTAGTA
TTCTAGTGTGATGGGTTTCAAGCTGTGTAAACAGCCACAGGCTACAGTTAAACAC
TCCAAAATTTGGCAGCAATAAAGACTAGGAGGTGCCATGGTGATAGTTATTAGTC
CTTGGTTTATATTATAAAGTAGCTCACAATGCCTCTTAATTCTTAGTTTACAAATA
AAGCATCTGCTCTTTATTGTTGTAAGAACTATGATTTTGCTGAAAGAAACGAGGA
AACTGTGGAGTTGGATGCAGGGTGGAGTGTGAAAGAGACGGTGGGATGAAATTT
ACAGTGACTGGAAACGCCAACCTTTACCAAGTTCTTATCACGAATGTGGGACTGG
ATGGTGAAGTAACAGGAGTGAAAATCAAAGGCTCGAGAACAGGGTGGATACCGA
TGGCAAGAAACTGGGGACAACTTTGGCAATGTAATATCAATCTTAAAGGGCAATC
GCTCTCATTTGAGGTAACTACCAGCAGTGGGAAATCAGTGACTTCCTACAATGTG
GCTCCCAGAAACTGGCAGTTTGATCAGACATTTGAAGGCAAACAAATTTACAATT
ATTAGCAAACAAATGAAGGAATTTTGAAGCTATTGCTGGCATTTTTAGTTTATTG
GCTTCAAAGAGGCCTGATTTTGTAAACTACTAGAATTAAATAACATATGGTAATT
AAATGAAAAGCTATGAGCTGCTAC




