IDENTIFICATION

Species: Aquilegia coerulea
Locus: Aqcoe5G239400

Gene Model: Aqcoe5G239400.2.p
Description: AcCEXPA-16

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Acoerulea v3 1
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Superfanilies PLN00193

Name Accession Description Interval E-value
[+ PLN00193 super family cl33423 expansin-A; Provisional 44-182 2.61e-63
SEQUENCES

Peptide

>AcEXPA-16

MKKFMKFVWVRSRRLLTDLRGRKQLKQLKFALMEKLLHLEILRNNGGWCNPPRQH
FDMSQPAFQKIAVSKAGIEPVLYRKGSCKRTGGIRLTITRRDYFDLVLINNVGATGDIA
KVWMKGSKTNSWEPMSRNWGSNCQSSTYLNRQSLSFRIQTSNGRTKTAYNVAASN
WVFGRSYSSNVQF*

CDS (coding sequence)
>AcEXPA-16

ATGAAGAAGTTTATGAAATTTGTGTGGGTCAGATCACGTAGGTTGTTAACCGACC
TCAGGGGAAGAAAGCAATTAAAGCAACTGAAGTTTGCACTTATGGAAAAACTTTT
GCATTTGGAGATTTTGCGTAACAATGGTGGATGGTGCAACCCGCCACGACAACAC
TTTGACATGTCGCAACCTGCATTTCAGAAGATTGCAGTTTCCAAAGCCGGCATTG
AACCTGTGCTCTATAGAAAGGGTAGTTGCAAGAGAACTGGAGGGATTCGATTGA
CCATCACCAGACGAGATTACTTCGACCTGGTCCTCATAAATAATGTAGGAGCAAC
TGGAGATATAGCAAAGGTCTGGATGAAAGGGTCCAAAACAAATAGTTGGGAACC
AATGTCCAGAAACTGGGGATCAAACTGCCAAAGCTCGACCTATCTGAATCGCCAG
AGTTTATCATTTAGAATCCAGACAAGCAATGGACGTACGAAAACAGCATATAATG
TCGCGGCTTCTAATTGGGTATTCGGCCGATCTTACTCCAGCAATGTTCAGTTCTAA

Nucleotide
>AcEXPA-16

TTGTAATTTGTCAGCAAAAATTTGTCCATTGCTAATCCATGTTCAAAAGTCATTGG
AACAAACACAGGTATGGATCTAACATTGGTTTAGGGTTCTACATGCTATTATGTTT
AAAGTTCCTTGAATTTGATGCCAGGTGAGGCCGAGGACCGTGATGAAGAAGTTTA
TGAAATTTGTGTGGGTCAGATCACGTAGGTTGTTAACCGACCTCAGGGGAAGAAA
GCAATTAAAGCAACTGAAGTTTGCACTTATGGGTAGGTAGTGTTATCTATAATTA
TAAGGAAATATGATGTTTGTTGAGAAAAGGTGGTGGATTGTGTTGGACAGATTAA
TACAAAGGAAGAAAACTGTCGTAACCAAAATTCATTTCTATTAAGATACTGTCTC
CAATCAATTGAAGATCATCACCTACTGTTCTTCGTTTCTAGGTTAGGTCTTGCTTC
AAATCATTAATTGAAATTTCCTCTTTGTTTTCATTTGTTTTGTTAAATTTTGTTGTT




CATGATGAATTGAATCAAGTAGATTGGACTGGAGTTGAATCTCTCAATAAAACAG
CAGGTATCTAGGTTAAGATAAGGTATGATTGTGATAAACTTATCGCAGAAAAACT
TTTGCATTTGGAGATTTTGCGTAACAATGGTGGATGGTGCAACCCGCCACGACAA
CACTTTGACATGTCGCAACCTGCATTTCAGAAGATTGCAGTTTCCAAAGCCGGCA
TTGAACCTGTGCTCTATAGAAAGTATGTTCCCATATCATATATCAACCACTACCAA
ATTTACATTCTCATGAATTAGTGACTGATATATTATCTACCTCTGTCTGTATATCTC
AGGGGTAGTTGCAAGAGAACTGGAGGGATTCGATTGACCATCACCAGACGAGAT
TACTTCGACCTGGTCCTCATAAATAATGTAGGAGCAACTGGAGATATAGCAAAGG
TCTGGATGAAAGGGTCCAAAACAAATAGTTGGGAACCAATGTCCAGAAACTGGG
GATCAAACTGCCAAAGCTCGACCTATCTGAATCGCCAGAGTTTATCATTTAGAAT
CCAGACAAGCAATGGACGTACGAAAACAGCATATAATGTCGCGGCTTCTAATTG
GGTATTCGGCCGATCTTACTCCAGCAATGTTCAGTTCTAAGACATCTGACTCGAA
AATTTCCATTTCTTTCCTC



