IDENTIFICATION

Species: Amborella trichopoda

Locus: evm_27.model. AmTr_v1.0_scaffold00001

Gene Model: evm_27.model. AmTr_v1.0_scaffold00001.82
Description: AtrEXPA-01

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Atrichopoda vl 0
KEGG: https://www.genome.jp/entry/gn:T02990

EXTERNAL RESOURCES
https://plants.ensembl.org/Amborella trichopoda/Info/Index?db=core



https://phytozome-next.jgi.doe.gov/info/Atrichopoda_v1_0
https://www.genome.jp/entry/gn:T02990
https://plants.ensembl.org/Amborella_trichopoda/Info/Index?db=core

GENE STRUCTURE
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Legend:

Exon = Intron

DOMAIN ARCHITECTURE
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Superfanilies PLN00193

Name Accession Description Interval E-value
[+ PLN00193 super family  ci33423 expansin-A; Provisional 3-261 3.87e-97
SEQUENCES

Peptide

>AtrEXPA-01

MDSSCLSRLLVLSFFVSQTWLTTAAVTMARYTPSPWKLAHATFYGDESASDTMGGA
CGYGNLFNTGYGTSTAALSTTLFNNGYGCGTCFQIRCVQSKWCFNGSPITTVTATNL
CPPNWSEDSNNGGWCNPPGTHFDMSKPAFMQIAQWKAGIVPVYMYRRVPCIRKGGLK
FTFQGNGYWLLVYVMNVGGAGDIASMSVKGTKTGWISMSHNWGASY QAFSNLAG
QELSFRVTSYTNQQTTYAWNVAPSNWQMGLTYQSSVNFL*

CDS (coding sequence)
>AtrEXPA-01

ATGGACTCGTCTTGTCTCAGCCGCCTCCTAGTATTGAGCTTTTTTGTCAGCCAAAC
ATGGCTCACGACTGCGGCTGTGACCATGGCTAGGTACACCCCTAGTCCATGGAAG
CTTGCTCATGCCACCTTCTATGGCGATGAATCAGCATCTGACACCATGGGGGGTG
CTTGTGGATATGGCAACTTGTTTAACACTGGGTACGGAACCTCAACGGCCGCACT
TAGCACCACACTATTCAACAATGGGTATGGCTGCGGCACGTGTTTTCAAATTCGG
TGCGTGCAATCAAAGTGGTGCTTCAATGGATCCCCCATTACCACTGTCACTGCCA
CCAACCTTTGCCCGCCAAATTGGTCCGAAGACTCGAACAATGGTGGTTGGTGCAA
CCCCCCTGGAACACATTTCGACATGTCAAAGCCTGCATTCATGCAGATAGCCCAG
TGGAAGGCTGGCATTGTCCCAGTCATGTATCGTAGGGTACCCTGCATAAGGAAGG
GAGGGCTAAAATTCACTTTTCAAGGGAATGGGTACTGGCTCTTGGTGTATGTGAT
GAATGTAGGAGGGGCAGGAGACATAGCAAGCATGTCGGTGAAAGGTACCAAGAC
CGGGTGGATCAGTATGAGCCATAATTGGGGAGCCTCATACCAAGCCTTCTCCAAC
CTTGCTGGCCAAGAATTGTCCTTTAGGGTCACCTCTTACACGAACCAGCAGACTA
CCTATGCTTGGAATGTTGCTCCATCTAACTGGCAAATGGGGTTAACATATCAGAG
CTCTGTGAACTTTCTCTAG

Nucleotide
>AtrEXPA-01

ATGGACTCGTCTTGTCTCAGCCGCCTCCTAGTATTGAGCTTTTTTGTCAGCCAAAC
ATGGCTCACGACTGCGGCTGTGACCATGGCTAGGTACACCCCTAGTCCATGGAAG
CTTGCTCATGCCACCTTCTATGGCGATGAATCAGCATCTGACACCATGGGTAATA

TATTGTTTGTATATGTACATTTATCATAGTTGTTGTTGTGATCATTTTTTAAAGTGT



CATTGAAAATAGAGGCTATGACCTTTTAATTGAGGCTCAAGTGGTGCTACCACAA
TGAGTCGAGTCCTATTCTCAATTGTTGTGATCATTACCATCGAAAAAGTACGGTTT
TCTTTTAAAGTGCATATAGCTTTTTCCTGTGGCAGCATATACTGTACATTTACTTCT
CCAGAGAGCAGGATTAGTATTGAAAAGGAATGGATTTTGAGTTTGTGTTATTTAG
ATTTGACTATCCAAAAATTAGATGTTTTGTAACAAATTCTTACAATATTATTCTTT
TGGGGACCATATAGAATGTGTATTATCCAACTTATTAGATGTTTTGTAACAATAC
AATATTATTCTTTTGGGGACCATATAGAATGTGTATTATCCAACTTTTTGAAAAAA
AAGATTTTGAGGTTGGTTGCTACGTTGAGGAGGATACGTCGCAAATTTGGGGTCC
CAATAGGATTTTCGATTTTCACCTGCGGGAGCATGTGGTATTTTGACTTCTCGTAA
GGAAATAAGAAAAGGTTTGCATCCTTGTTGTTGTTATCGTTCTATAGATTCTATTG
TGGAGTGTAGTATCATGGGCTGGTCCGAGTAACACTGGGGGAGCTCCATGATAAC
TCGGCCCACCTGATAATAATTAGAAAGAAAAAAAGGAAAAAGTACAAAATTAGA
AAAAGAAAAAGAAAAATGAAAACACTATCATATTATTTAGAAATAAGTTTATAA
GTTTTTAGATGATTTTGATAGTTTTTAAGATGATTTAGGAAATTTCATATTTTTCTT

TTTTAAATTTTTTTTTGTAATGTTTGAGTTTGAAATCAAAGTTTCCAAGAACCCCT
CTATCTATATTTTTTTTCACCTTTTTAACCTTCTAATGATTTCTATTACCCATATAT
ATTTTTTTTTTTCCTTTTTTAACTTTATCTCATTTTCTAAGGTCGTAAGTACCGACT

CGGTTGAGTTATTTACCTCCGCTAAGGGTGGAGTAGCTTGGCCGAGGCGATTTCC
AAAACATCGGTGGAGTGTCTTGGGTGGAGCTCGTTTTGGCCATATTTTCAAGACA
AATACGATGAAAAAAAGTCTTATTTCTCTATTTTTTTGACCAATGAAAACAAGTCT
TATCATCTCACAACATCATATATGTTTTAATCAGACTTTCAACAATTACCGTGCTT
TTGAGATGCAAACGAGTTCTCCACATGGGTCCTTCACATATCAATTCAGAAAGAA
TATAAAAAACAAATCCGTCCCAACAATTTAAATCGAAAAACCTCATTAGAAATGC
TGTTATTTCTTCCATGTAAATGAATTCATGCCATTTTTTTCTTAAATATAGTGAATT
CCACTAAAAATTCAACTTCCTCTTTCTTTGAGGTTAATTCAACCCTTTTCTTTCTCC
AAAATTTGATCATTCCACTTTCTCAAAATAATAAGAAGACAATGCATGCAACCCA
AAGTTTTGTTAGAGCTTTGTTCTCAACCAGAAATTTTTGCCTGTCCTTTCCCAGAA
CCCTTTCAAAATAAAAAGTTGCAACCATGCCCTCAATTTTTATGATCTACTTTAAC
ATTTTATACAGGGGGTGCTTGTGGATATGGCAACTTGTTTAACACTGGGTACGGA
ACCTCAACGGCCGCACTTAGCACCACACTATTCAACAATGGGTATGGCTGCGGCA
CGTGTTTTCAAATTCGGTGCGTGCAATCAAAGTGGTGCTTCAATGGATCCCCCATT
ACCACTGTCACTGCCACCAACCTTTGCCCGCCAAATTGGTCCGAAGACTCGAACA
ATGGTGGTTGGTGCAACCCCCCTGGAACACATTTCGACATGTCAAAGCCTGCATT
CATGCAGATAGCCCAGTGGAAGGCTGGCATTGTCCCAGTCATGTATCGTAGGTAC
TTACTTATCCATCAGGCTGTCTCTACTTTGTAGCCTCGTGGTTTGCATCTCTTAGTT
TTGAATATCAGGTTCAGGGTTTGAATTCTATGCACTTGTATCGTTTTGCGTAAGCT

TTTTATTTCTTATTTGAATATGTCCCTATGCTTGTTTGCACTTTCTAGTGATTTTCA
CAATGTTTATGAAAAACATCTGATAATAATCCAATCAAACTTAAAAATTAAAAGT
TCTTATGGTTGTAGAAAAGCTTTCATCATCCAAATTCTAATATCTATAGACCTAAT
AAGGTTGGTTATGAGAACTAAAAAAGTATTGAATTTAGAAAACCAGATATTTTGA
AACTTGGGTTAACTTTTCTTTTCAGGGTACCCTGCATAAGGAAGGGAGGGCTAAA
ATTCACTTTTCAAGGGAATGGGTACTGGCTCTTGGTGTATGTGATGAATGTAGGA
GGGGCAGGAGACATAGCAAGCATGTCGGTGAAAGGTACCAAGACCGGGTGGATC
AGTATGAGCCATAATTGGGGAGCCTCATACCAAGCCTTCTCCAACCTTGCTGGCC
AAGAATTGTCCTTTAGGGTCACCTCTTACACGAACCAGCAGACTACCTATGCTTG
GAATGTTGCTCCATCTAACTGGCAAATGGGGTTAACATATCAGAGCTCTGTGAAC
TTTCTCTAG




