IDENTIFICATION

Species: Populus deltoides

Locus: Podel.04G214200

Gene Model: Podel.04G214200.1.p
Description: PAEXPA-09

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PdeltoidesWV94 v2 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PdeltoidesWV94_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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Query seq.

Superfanilies PLNOOOS0O

+ Name Accession Description Interval E-value
[+] PLN00050 super family 31535 expansin A; Provisiona 26-250 2.02e-88
SEQUENCES

Peptide

>PdEXPA-09

MGALKAMLLYLIHQTWKITADDEEWKSATATYVKETNGSIVVEGACGYADLHKAT
YGKYSAGLSSMLFNRGSTCGACFEVRCVDHILWCLQGSPSVILTATDFCPPNYGLSA
DYGGWCNFPKEHFEMSEAAFTEIAEKKADIVPVQHRRVKCERRGGLRFTVSGNFHFY
QVLISNVGLDGEVIAVKVKGSKTAWIPMARNWGQNWQSNVNLIGQPLSFEVTTSSR
KTLTSYNVAPANWQFGQTFEGKQF*

CDS (coding sequence)
>PdEXPA-09

ATGGGTGCTCTAAAAGCCATGCTTCTCTACTTGATTATACACCAGACATGGAAGA
TCACCGCTGATGATGAGGAATGGAAGTCTGCCACTGCAACATACGTTAAGGAAA
CAAATGGATCGATCGTTGTAGAAGGTGCTTGTGGGTATGCGGACCTTCACAAGGC
CACCTATGGAAAGTACAGTGCTGGACTAAGTAGCATGCTGTTCAACAGAGGGAG
TACCTGTGGGGCTTGCTTCGAGGTCAGATGTGTCGACCACATCTTATGGTGCCTGC
AGGGTAGCCCCTCGGTCATTCTCACTGCAACAGATTTCTGTCCTCCAAATTACGG
GCTTTCGGCGGATTATGGTGGCTGGTGTAATTTCCCGAAAGAACACTTCGAGATG
TCAGAGGCAGCATTTACTGAAATCGCAGAGAAAAAAGCCGATATTGTGCCAGTTC
AACACAGAAGGGTGAAGTGTGAAAGAAGGGGTGGGTTGAGATTCACAGTGAGTG
GAAATTTTCACTTCTATCAAGTCCTGATCTCCAATGTGGGGTTGGATGGTGAGGT
GATTGCTGTGAAAGTGAAGGGTTCGAAAACAGCATGGATACCTATGGCAAGAAA
CTGGGGACAAAACTGGCAATCTAATGTCAACCTTATTGGACAGCCTCTATCTTTC
GAGGTTACAACCAGCAGCAGAAAAACACTCACATCTTACAATGTTGCACCAGCA
AACTGGCAATTCGGTCAGACATTTGAAGGCAAACAATTCTAG

Nucleotide
>PdEXPA-09

TCCCTACATTTTGGACTACGGTCTCCCAAAGAGCCTGTTTGTCAAAATTTCACAGT
TTCGTCTAAGGGGTGGCCATCTAACCAACAAAGCTAGCTTCATTTCAGCAAGGAG
ATTCGGGTCATTTCCCAAAGAAAAGGGTGGTCTTTCTCTTCACTCAAGACCATAA
TTTCACAGAGAAGAGAAGAAAGGGAAAAAACAAGAAGAAAAGAATCTCATCAA
GTACAAATCAGAATTCTCATAGTCGTTGCTTATCAAATGGGTGCTCTAAAAGCCA
TGCTTCTCTACTTGATTATACACCAGACATGGAAGATCACCGCTGATGATGAGGA



ATGGAAGTCTGCCACTGCAACATACGTTAAGGAAACAAATGGATCGATCGTTGTA
GGTAATTCTCTACCAACTGGTCCTAGTAAGGGTGAAACATTCTGTTTCTTCAACTC
GTAATGGTGTTTCATATTCCACAAAAAAAAGTTCCAGTTTCGATTGTAAAGATTA
AACTGCCATTGTTTAATGTTGCAGAAGGTGCTTGTGGGTATGCGGACCTTCACAA
GGCCACCTATGGAAAGTACAGTGCTGGACTAAGTAGCATGCTGTTCAACAGAGG
GAGTACCTGTGGGGCTTGCTTCGAGGTCAGATGTGTCGACCACATCTTATGGTGC
CTGCAGGGTAGCCCCTCGGTCATTCTCACTGCAACAGATTTCTGTCCTCCAAATTA
CGGGCTTTCGGCGGATTATGGTGGCTGGTGTAATTTCCCGAAAGAACACTTCGAG
ATGTCAGAGGCAGCATTTACTGAAATCGCAGAGAAAAAAGCCGATATTGTGCCA
GTTCAACACAGAAGGTATCACTAATCAATTCGCAATTTCTTGCTAAATGAGTATA
GGCTTCTCTATTTTATAGTACCTTAGATGAGCAAACATTGATTATGCTAATTTTGT
GTAGGGTGAAGTGTGAAAGAAGGGGTGGGTTGAGATTCACAGTGAGTGGAAATT
TTCACTTCTATCAAGTCCTGATCTCCAATGTGGGGTTGGATGGTGAGGTGATTGCT
GTGAAAGTGAAGGGTTCGAAAACAGCATGGATACCTATGGCAAGAAACTGGGGA
CAAAACTGGCAATCTAATGTCAACCTTATTGGACAGCCTCTATCTTTCGAGGTTAC
AACCAGCAGCAGAAAAACACTCACATCTTACAATGTTGCACCAGCAAACTGGCA
ATTCGGTCAGACATTTGAAGGCAAACAATTCTAGTGCGAGAGGCTTTTAGGCTCG
AGTCATAGGTTCACACTTCCCTTTTGCTTAGAATGACTAAAATTCTCTTGCTATGT
GATGAAGTTGGTTCTTGGTCAAAAGAAGGTAAGAAAGTTGGGAAAGAAAGTTGG
GAAAAAAAAGGAATGCAAGGTCCCAGTTTTGTCTCTTTACGTGCTTTTGAGAGTA
GAAAGTTAACTGCTCTTGAAATGTGTAACTACTGAAATGTTTAAGGTTTATATTCA
CTTCAAAAGACAAGAGAAAAGTCTAAGATATGTATCTCTTACCGTGAGTTTTTAA
CCAGGCAATCCTTGCTTCATGAACTAGGCTGTACTTTGAGATGATTTACTTTGATT
CTACAAGAATGATTATAAATTAAGCACAGCTGTGGAAA





