IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0135s0019

Gene Model: Kalax.0135s0019.1.p
Description: KIEXPB-06

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3

KEGG:-
EXTERNAL RESOURCES
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u binding site 4 A
specific hits e Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily
List of domain hits d
Name Accession Description Interval  E-value
[+ DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 45-169 1.87e-T1
[+ Pollen_allerg_1 pfam01357 Pollen allergen: This family contains allergens lol P, Pll and Pill from Lolium perenne. 177-254 9.35e-20

MAASFKTRFAYSPELLTLLIHCCLETSQCINPRINLSLSTDHSRSWSSAGATWYGSPDG
AGSDGGACGYGDAVSKPPFSSLITGIGPSLYDSGKECGACYEVKCTEHKACSGKPVR
VVITDFCPGGPCASESAHFDLSGTAFGAMAVPGLEDELRNAGVLTIRYARVACDYSG
KTVAFHVDAGSNPNYMAVVVEYEEGDGDLAAVHLKESDGGEWREMQQSWGAVW
KLDAGSELQPPLSIQLTSGYSGETLVARNVIPSGWKPGATYRSVVNF*

CDS (coding sequence)
>KIEXPB-06

ATGGCAGCCAGCTTCAAGACCCGTTTCGCCTACTCGCCGGAGCTTCTCACGCTGC
TGATCATCTGCTGCCTGGAGACCTCCCAATGCATCAATCCCAGGATCAACCTCTC
ACTGTCCACGGACCACTCCAGAAGCTGGTCGTCCGCCGGAGCCACCTGGTACGGC
AGCCCCGACGGCGCCGGTAGCGATGGTGGAGCTTGCGGGTACGGAGATGCGGTT
TCGAAGCCGCCGTTCTCGTCGTTGATCACGGGGATCGGTCCTTCTCTGTATGATTC
CGGCAAGGAGTGTGGAGCTTGCTATGAGGTGAAGTGCACCGAGCACAAAGCATG
CTCCGGCAAGCCAGTAAGAGTGGTGATCACCGACTTCTGCCCCGGCGGCCCCTGC
GCCTCCGAGTCAGCCCATTTTGATCTCAGCGGCACCGCCTTTGGCGCTATGGCCGT
CCCCGGCCTGGAAGACGAGCTCCGCAATGCTGGAGTCCTCACCATCCGATACGCC
CGGGTGGCCTGCGACTACTCTGGGAAAACGGTGGCGTTCCATGTGGATGCGGGGT
CGAACCCGAACTACATGGCGGTGGTGGTGGAGTACGAGGAGGGAGACGGGGATC
TGGCGGCGGTGCATCTGAAAGAGAGCGACGGGGGAGAGTGGAGGGAGATGCAG
CAGTCGTGGGGGGCGGTGTGGAAGCTGGACGCAGGATCTGAGCTGCAGCCGLCCG
CTGTCGATCCAGCTGACTTCGGGGTACTCGGGCGAGACTCTGGTGGCTCGCAATG
TGATTCCCAGTGGGTGGAAGCCTGGCGCTACGTACAGATCAGTAGTCAACTTTTA
G

Nucleotide
>KIEXPB-06

ACATGGCAGCCAGCTTCAAGACCCGTTTCGCCTACTCGCCGGAGCTTCTCACGCT
GCTGATCATCTGCTGCCTGGAGACCTCCCAATGCATCAATCCCAGGATCAACCTC



TCACTGTCCACGGACCACTCCAGAAGCTGGTCGTCCGCCGGAGCCACCTGGTACG
GCAGCCCCGACGGCGCCGGTAGCGATGGTATTAGCACAATGCTGCTCAGCTCAGT
GTATTTGATGACTGGGTTTTTTTTTTGTTGATGAATTTTGGGTATTATCGTTTGATG
ATTTATATTTTTTTTCTTCTGGTTTTATCGATCAGGTGGAGCTTGCGGGTACGGAG
ATGCGGTTTCGAAGCCGCCGTTCTCGTCGTTGATCACGGGGATCGGTCCTTCTCTG
TATGATTCCGGCAAGGAGTGTGGAGCTTGCTATGAGGTCAAATTCATTTTATGTTT
TGTTCATGCATTGGATTTTTAATTAATTAATTAATTAGTTCTTGTTGAGTTTCAATA
ATGACAAAAAAAAATTCAATTGAAGTCCAATAGATATAAATTAAAGGGGAACTG
TCATAAGAAACTGTCATATTTTATTGTGCAATTATTATGAGGACAAAATTCATTTG
AGATATTATGTGATTGAGTAAATTAAAATATAACTTCTATAACATTTAAAAGAAA
TAAGGGTTTAACGAATATACCATGTAAGGGCATATAAGCTACGTATCCGAGCGGC
TAAATGATGTAGTTTTACATTATTTTCATGAGATTTATAATTTCTAAGTTTTAGAA
TCTTTATTGTTTTAGAGTTGTAAAGATTTTTTTGGTTCAAGCTTTCATATTTTTAGT
GTTTTTTCGGATATTTCTAAACACAAGCAAAACGGCGTCGTTTCACAACTCTAAA
ACTCTCAGTCCTAAAATCCTGAAAATACTATAAAAATAAACCCTAAAACCCCTCA
AAACCCTAAAAATACTAAAATATTAGAAATTTTGAATCATGAAACTCTAAAATTT
CTAAACGCCATTCAAAATGAAGTCATTTTAGTCGCTAGAGTACGTAGCTTATTTA
CCCCGACGGAATATATCCGTTTTTCTCCTTAAAATAATTATTATTTAATAACATGA
ACAAACAATTAAAAAAATTAAAACTAAAAAGTTTGTTTTTCTCATATACGTGAGT
TTGGGCTAGTGTAAAAGTAATAAAAAATTTTAATTAGGTTGGGTTAGTAGTAGTA
GTTTATATTACCGGAGATCGAAATCTAATTATTCTAAATTTCATTTGAGTCGGATT
TTAATTTCATCAAATAAAAAAATAAATGTTTCTGAACGTTGAAAAATTAGATAAT
CACACGCGATTTGATAGTGCAGGTGAAGTGCACCGAGCACAAAGCATGCTCCGG
CAAGCCAGTAAGAGTGGTGATCACCGACTTCTGCCCCGGCGGCCCCTGCGCCTCC
GAGTCAGCCCATTTTGATCTCAGCGGCACCGCCTTTGGCGCTATGGCCGTCCCCG
GCCTGGAAGACGAGCTCCGCAATGCTGGAGTCCTCACCATCCGATACGCCCGGTA
TTCTATTTTAAACGCTAATTATTTAAAATTATTATCGAAGTGAACTTCTGAACTCG
GAATCTGTCCAATTATTTATTGATTTTTTTTGGTGGCAGGGTGGCCTGCGACTACT
CTGGGAAAACGGTGGCGTTCCATGTGGATGCGGGGTCGAACCCGAACTACATGG
CGGTGGTGGTGGAGTACGAGGAGGGAGACGGGGATCTGGCGGCGGTGCATCTGA
AAGAGAGCGACGGGGGAGAGTGGAGGGAGATGCAGCAGTCGTGGGGGGCGGTG
TGGAAGCTGGACGCAGGATCTGAGCTGCAGCCGCCGCTGTCGATCCAGCTGACTT
CGGGGTACTCGGGCGAGACTCTGGTGGCTCGCAATGTGATTCCCAGTGGGTGGAA
GCCTGGCGCTACGTACAGATCAGTAGTCAACTTTTAGAGGGAGGTAGCCATGCCA
TGATGGAAGTATATATGGCATTTGTACTATGAATAAGTTAGTTGCCGGAGATGTT
CGGCAACAGCTGGAGATATCTGAAATGGAATATATGAACAAGAAGCCGCTCCGG
CGACTCGGTTTATTGCAGGAGATATCTGAGTGAATCCTCTTATCCAATCTAGCTGC
CTCATTGTTG






