IDENTIFICATION

Species: Asparagus officinalis

Locus: evm.model.AsparagusVV1_04.1290

Gene Model: evm.model.AsparagusV1_04.1290
Description: AofEXLB-01

Family: Expansin Like Beta

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Aofficinalis_V1 1
KEGG: https://www.genome.jp/entry/T05243

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Aofficinalis_V1_1
https://www.genome.jp/entry/T05243
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Query seq.
Superfanilies PLNO3023

+ Name Accession Description Interval E-value
[+] PLN03023 super family Expansin-like B1; Provisional 16-252 5.49e-75
SEQUENCES

Peptide

>AofEXLB-01

MALTSSLLLLFSISFVQLQFLAEADDQFVQSSAAYYPDSAQNGTSDGSCGYGSFGATL
NGGDVSAANSLYRNGVGCGACYQVKCTNAKNCSDNGVTIVITDSGASANTDFILSQL
AFSQMGQTTDAGTSLLALGSVNIEYRRVSCSYPNKNITIKIDESSNFPDYLAFQIWYQQ
GNQDITAVQLCETVNLTCKLLNRSHGAVWTVVSAPSGPLSIRMLLSGGDEGDETWV
VPVNNIPQQWKAGDVYDSGIQVN*

CDS (coding sequence)
>AofEXLB-01

ATGGCTCTCACTTCTAGTCTCCTGCTTCTCTTCTCCATCTCTTTCGTTCAGCTCCAG
TTCCTGGCCGAAGCTGATGATCAGTTTGTTCAATCAAGTGCTGCTTACTACCCAGA
CTCAGCCCAAAATGGCACCTCAGATGGATCATGCGGATATGGCTCATTTGGTGCA
ACACTTAACGGCGGAGATGTATCAGCTGCAAACAGTCTCTACAGAAATGGTGTTG
GTTGTGGAGCTTGCTACCAGGTGAAGTGCACCAATGCCAAGAATTGCTCAGATAA
TGGTGTGACAATTGTGATAACAGATTCAGGAGCAAGCGCCAATACTGACTTCATA
CTGAGTCAGCTAGCTTTCTCTCAGATGGGTCAGACAACCGATGCAGGCACATCAC
TTTTGGCTCTTGGGTCTGTCAATATTGAGTACAGAAGGGTTTCCTGCAGCTACCCA
AACAAGAACATAACCATCAAAATTGACGAGAGCAGCAACTTCCCTGACTATCTA
GCCTTTCAGATATGGTATCAGCAAGGAAATCAGGATATAACCGCAGTTCAGTTAT
GCGAGACTGTGAACTTAACATGCAAGTTATTGAATCGGAGTCACGGAGCAGTGTG
GACTGTAGTTTCTGCTCCCAGTGGGCCTTTGTCTATAAGAATGCTACTCAGTGGAG
GAGATGAGGGAGACGAGACTTGGGTGGTGCCTGTAAACAACATTCCACAACAGT
GGAAGGCTGGAGATGTCTATGATTCCGGAATACAAGTGAACTGA

Nucleotide
>AofEXLB-01

ATGGCTCTCACTTCTAGTCTCCTGCTTCTCTTCTCCATCTCTTTCGTTCAGCTCCAG
TTCCTGGCCGAAGCTGATGATCAGTTTGTTCAATCAAGTGCTGCTTACTACCCAGA
CTCAGCCCAAAATGGCACCTCAGGTTTAGTTAGTTCAATAGCCTAGTACACAAGT
TTTGCATCCTACTTAACTTAATATTTTAGGATTAATTGCACATACACTCTCGTGCA
GTGACGGGTAATTAAGTCACTTATTACTTCTAATTTTTATTCGCATCTGTAATGTT



ATCTGCATACTATAGGGAGTGTAGTGTTTGTTGAACACCTATAAAAGAATCGAGG
TTTCAATGCTTATAAAAAAGTGTAGGATGAATAAATGACAAAATTACCAACAATA
CACACTAGTAGAAAACTGAGCATTGGCGACGGAGAAACCCGTCGCCAATACTTA
TCGGCGACGGATTTATTGGCGACGGATCCATTTCCTTCACCAATATGTATTGGTGA
CGGATTTGGGGCATTGGTGACGGATTTCCCCGTCGCCAATGCCCTGTTTTCTACTA
GTGACAGTATCGTATATGTCATTAGTTTATATCTTTTTTGCATTCTGATTTACTAAT
TTTTTTTTGGTAAAGATGGATCATGCGGATATGGCTCATTTGGTGCAACACTTAAC
GGCGGAGATGTATCAGCTGCAAACAGTCTCTACAGAAATGGTGTTGGTTGTGGAG
CTTGCTACCAGGTGATACATTCATCTTGATTATNNNNNNNNNNGCACACCATGTT
TTCTTTATTTACAGTACAACGGCATAAATTTATGCAAGTATCTTACATGTACAGGT
GAAGTGCACCAATGCCAAGAATTGCTCAGATAATGGTGTGACAATTGTGATAACA
GATTCAGGAGCAAGCGCCAATACTGACTTCATACTGAGTCAGCTAGCTTTCTCTC
AGATGGGTCAGACAACCGATGCAGGCACATCACTTTTGGCTCTTGGGTCTGTCAA
TATTGAGTACAGAAGGTGAGTGAATTTTTTAAAATTTGTGTATGAGCATAGTTGC
ACATATTGGAAAGCCAATTGTGGATAGACCTCGGTAGTTCTATTGTTGTAGATAG
ACTCCTGAGCGAAACTTTTTTGACTCTCTACCCTCATAAGGTCTATTTGTAATAAG
AAAATTAGTTTCTCTTTCTCATAGGATAAAAGAGTCAAAAATTTTCACTCAGGGT
GCCTATCTGCAACAATAAAACTACAAAAGAACTATCCACAGGTGGGCGATAGAA
ACTTGCAGCCAATATCTTTTTGGTTAGACTGATTAACAAACTCTGTTTGAAGCCCT
GTAAACTTCAACTCGAAACCTCATTCTAGTTATATTTGTTAGAGAATAAGATTATG
GAACTCAATACTTCAGAATTGTTGCATTAGAAGAATCTATAAGATGATATTAGAG
GAGTCAAATTCCACTGGATGACACACAGCAAAGGGTTGTGAAACTGAGCCTGCA
GGTTTATGATAGAGTATAAAACTATAACACTCGATCCTCATTATAATTTCGGAGA
TGTAATCTTGTTGAAGGGTGCTTAAGAGTTTCTAGATCAATACAGACTGCCATAA
TTTAAAACTGATCCATGTTTCAATACATTTTTCAGGGTTTCCTGCAGCTACCCAAA
CAAGAACATAACCATCAAAATTGACGAGAGCAGCAACTTCCCTGACTATCTAGCC
TTTCAGATATGGTATCAGCAAGGAAATCAGGATATAACCGCAGTTCAGTTATGCG
AGGTATGTACTACTCTCATATTTCCTTCTTCTTCAACATTATTGTATTATTTCGTAA
AATAATTTCATGACATGCCTGATAATTAATTGTATGTATACGCAGACTGTGAACTT
AACATGCAAGTTATTGAATCGGAGTCACGGAGCAGTGTGGACTGTAGTTTCTGCT
CCCAGTGGGCCTTTGTCTATAAGAATGCTACTCAGTGGAGGAGATGAGGGAGAC
GAGACTTGGGTGGTGCCTGTAAACAACATTCCACAACAGTGGAAGGCTGGAGAT
GTCTATGATTCCGGAATACAAGTGAACTGA





