IDENTIFICATION
Species: Ananas comosus
Locus: Aco030191

Gene Model: Aco030191.1
Description: AncEXPA-22
Family: Alpha Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Acomosus_v3



https://phytozome-next.jgi.doe.gov/info/Acomosus_v3

EXTERNAL RESOURCES

http://pineapple.angiosperms.orag/pineapple/html/index.html#:~:text=The%20PGD%20(Pinea
pple%20Genomics%20database,genomics%20and%20CAM%20pathway%20genes..

GENE STRUCTURE
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Superfanilies PLN00133

Name Accession Description Interval E-value
[+] PLN00193 super family cl33423 expansin-A; Provisional 1-206 5.12e-106
SEQUENCES

Peptide

>AncEXPA-22

IGGGYGNLYSQGYGVETAALSTALFNDGLSCGFELKCADDPRWCHAGSPSILITATNF
CPPNYALPSDNGGWCNPPRPHFDLAMPMFLKIAEYRAGIVPVSFRRVPCRKSGGIRFT
INGFSYFNLVLITNVAGAGDIVRASVKGSRTGWMPMSRNWGQNWQSNAVLVGQSLS
FRITGSDRRTSTSWNVVPANWQFGQTFSGKNFRV*

CDS (coding sequence)
>AncEXPA-22

ATAGGAGGGGCGTGTGGGTGGAAATTTATAGCCAAGGATGGTGTGGAGGGCAGC
GCTGAGCGGCGCTGTTTAGGGGCTCAGCTGCGGGGCGTGCTTCGAGCTCAAGTGC
GCCGGCCCAGGTGGTGCCATGCCGGCAGCCCCTCCATCCTCATCGGCCCAATTTC
TGCCCCCCCAATTACGCCCTCCCGTCCGAGGCGGGTGGTGCACCCLCLCTLCGLCCCC
TTCGCTCGCCATGCCTATGTTCCTCAAAATCGCCGAGTCGCGCCGGGATCGTCCGT
ATCCTTTCGAAGAGTGCCCTGCCGTAAGTCGGGAGGGATCCGGTTCGATCAGGAT
TCAGTTTTCACTGGTGCTGATCGAGTGGCGGGGGCGGGCGATAGTGCGGGCGAGC
GTGAAGGGCTCGCGCCGGGTGGATGCCGATGTCGCGCATGGGGCCAGAATTGGC
AGTCCAATGCTGTCCTCGTCGGAATCCCTCTCCTTCCGCATCCGGCAGCGCGCCGC
TTCCTTCCTGGAGTCGTGCCCGCGAATTGGCAGTTCGGCCAGCTTCTCTGGCAAG
ATTCAGGGTCTGA

Nucleotide
>AncEXPA-22

ATAGGAGGGGCGTGTGGGTGGAAATTTATAGCCAAGGATGGTGTGGAGGGCAGC
GCTGAGCGGCGCTGTTTAGGGGCTCAGCTGCGGGGCGTGCTTCGAGCTCAAGTGC
GCCGGCCCAGGTGGTGCCATGCCGGCAGCCCCTCCATCCTCATCGGCCCAATTTC
TGCCCCCCCAATTACGCCCTCCCGTCCGAGGCGGGTGGTGCACCCCLCTCGLCCCC
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TTCGCTCGCCATGCCTATGTTCCTCAAAATCGCCGAGTCGCGCCGGGATCGTCCGT
ATCCTTTCGAAGGTAATCAGTCGTAAAATTTTTTATTATTTTGTGAATTTTCATTA
GAGTATCCTAGTATAAAAAGGGGCGAGATCGTATATAATGAATTTCAAAATAAA
GTAAATGAGATTCGATGGTTTATGTCCGTCCTTCTTGTTGAAAGGTTCTTTCGCTT
TTCGGATATTTATTATTGAGGGTCAAGTTTCGCAATTTTGGCTTGGTCGCGTACCT
TGCGTAGATGTTCGGAGCCATTTATTATCCGGAGAGCTTCTCGATCCATTTCCATT
ATAAGTATTGCTATAGATTCTTTAATAATATTTTTATATTTTCAAATTTATTGATAA
TTAATAATATAGATGATAAAAAGAACTTTTAATATTAAATATATAAAGGTAATTA
TTATGTAAAGTTGGATTAGCTTCCTAATTATCAAAGCAAAAAAATAAAAATAAAA
AAAAATTAGAAGAGGGCAATTTGATCTTTATCTTCTCGTCTCAAACGCGTGAGCC
CTCGGTGCGCGCCGGTGAGGCATGCCCATGTCCCACTGGGCCCCCTCTTCTCGTTT
CGTCCAATCAAAATCTTTTCCCAGAATTTAGCATTAATCCCCAAAATTCCATTTTA
TCAAATTTCCATTTTTAGTTTTGCTGATCAATTTCCATTAGAAAATATGATATAGA
TCTTAAATGTGTTTGTGCATCTTCAGATTGTTGAATTGTATATAATAGCGAATGAA
TGCGAATTCTCAGAGTGCCCTGCCGTAAGTCGGGAGGGATCCGGTTCGATCAGGA
TTCAGTTTTCACTGGTGCTGATCGAGTGGCGGGGGCGGGCGATAGTGCGGGCGAG
CGTGAAGGGCTCGCGCCGGGTGGATGCCGATGTCGCGCATGGGGCCAGAATTGG
CAGTCCAATGCTGTCCTCGTCGGAATCCCTCTCCTTCCGCATCCGGCAGCGCGCCG
CTTCCTTCCTGGAGTCGTGCCCGCGAATTGGCAGTTCGGCCAGCTTCTCTGGCAAG
ATTCAGGGTCTGA




