IDENTIFICATION

Species: Oryza brachyantha
Locus: XP_006651010

Gene Model: XP_006651010.1
Description: ObEXLA-01
Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/10862?genome assembly 1d=1593936
KEGG: https://www.genome.jp/entry/T02995

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/organism/1941498
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Superfanilies PLNI3023

-+ Name Accession Description Interval  E-value
[+] PLN03023 super family cl3362 Expansin-like B1; Provisional 34-254 1.53e-66
SEQUENCES

Peptide

>ObEXLA-01

MASSYLSHALLLLLVALLAPPRLASGCDRCVRRSRAAYSTASLTLTAGSCGYGTAAA
RLNGGGFLAAAGPALYRGGVGCGACYQVRCKDKKLCSAAGARVVVTDRARTNRT
GLVLSSPAFAAMAHPGMAASLTKLAAVDVEYKRVPCEYRHKNLSVRVDERSRGPNE
LSISFLYQGGQTDIVAVDVAQVGSSSWKFMTREHGPSWSMANAPPGPLQLRLVVTG
GYDGKWVWADREVLPRRWRAGEVYDTGVQITDIAQEGCFPCDTHEWK

CDS (coding sequence)
>0ObEXLA-01

ACGCACACGAATCCTCCTCGGCCTCTTCCCCGAAGCAACTTACCCACTCACTCCC
GAGAGTATGGCCTCCTCCTACCTTTCGCACGCGCTGCTGCTGCTGCTCGTCGCGTT
GCTCGCGCCGCCCCGGCTGGCTTCCGGCTGCGACCGCTGCGTGCGCCGCTCCAGA
GCGGCTTACTCCACCGCCTCGCTCACCCTGACTGCCGGTTCTTGCGGGTATGGCAC
GGCGGCCGCGCGCCTCAACGGCGGCGGATTCCTCGCCGCCGCTGGCCCTGCGCLTG
TACCGGGGCGGCGTCGGCTGCGGCGCATGCTACCAGGTGAGATGCAAGGACAAG
AAGCTGTGCAGCGCGGCGGGCGCCCGGGTGGTCGTCACGGACCGCGCCAGGACG
AACCGGACCGGCCTAGTGCTGAGCAGCCCGGCTTTCGCCGCCATGGCCCACCCAG
GCATGGCCGCGTCCCTCACCAAGCTCGCCGCCGTCGACGTCGAGTACAAGAGGGT
ACCTTGCGAGTACAGGCACAAGAACCTCTCGGTCAGAGTCGACGAGAGAAGCCG
TGGCCCCAACGAGCTATCCATCAGCTTCCTCTACCAAGGCGGCCAAACCGACATC
GTCGCCGTCGACGTCGCCCAGGTTGGGTCGTCGAGCTGGAAGTTCATGACGCGGG
AGCACGGTCCGTCGTGGAGCATGGCCAACGCGCCGCCGGGGCCGCTGCAGLCTCC
GGCTGGTGGTGACCGGCGGCTACGACGGGAAGTGGGTCTGGGCCGACCGGGAGG
TCCTGCCGAGGCGGTGGCGCGCCGGCGAGGTCTATGACACGGGGGTCCAGATCA
CTGACATCGCGCAAGAAGGCTGCTTCCCCTGCGACACGCACGAGTGGAAGTGAT
GCGCGCCAAAGAAATTCAGAGGCGAGCTATAGCTGCACTTCTCCTGTCACTGCCA
TTTTGGTTGGGCTTTGACGATGAGAAGAAGACGACGATGGCTCGGCTCCGTTAGA
GATTTCACTGACCCGATTAGAGTCCTCCTAATCCCTCGGCAACTTCAGACTCTCTC
TTTCATTTCTTCGTCTTCTTCTTTTTCCAACTTCACCTGTACATGAGCTGCTGATGT
GTAAGATAAATTAAGCAACTT

Nucleotide



>0ObEXLA-01

CTATCTCCCCCCACCCCGCAGCGTCGAGACGGTTTGCGACGCCGCATCGGCGCAA
CTCGCAAGCGGCCAAGCGGGCCACTTCGCTGGTTCGCCCACGCGCGTGCCGCGCT
GTCGAGTGGGGAGCCGGTGGCCGCCAGAGCGCCTCCCGTGCGATGCGATCCCCTC
CTTTTTTTTTCGTGTTTCCCCTTCCATTTTGTCGGGCACGGCCACCGCCTTGTGCCC
ATGCGACTGTCACGACGTACACATACGCTCGCGGCCGATTCGCGCGGGATCCTCC
CGTCCCTTTCGTACTTTTCTCTGCATCTCGAGTGACTTGTTTGCCTTGGATTAGTTA
GTTTCTTGGTTAACGGGCCAACATAATTACCTACGTACGGTTGCAGATACGGCGC
CGTGTAAGTAGTAACAGGATTCTGTGCCTGTGTGTGCCGATGATACGAGCATGCG
CGGGTGTGCCGATGATACGAGCATGCGCGGGCTCGGGGTGTATAAAAGCAGTCG
TCACGCACACGAATCCTCCTCGGCCTCTTCCCCGAAGCAACTTACCCACTCACTCC
CGAGAGTATGGCCTCCTCCTACCTTTCGCACGCGCTGCTGCTGCTGCTCGTCGCGT
TGCTCGCGCCGCCCCGGCTGGCTTCCGGCTGCGACCGCTGCGTGCGCCGCTCCAG
AGCGGCTTACTCCACCGCCTCGCTCACCCTGACTGGTAGGAACACACGACGCTTT
CTGTTCGATTCCGTGGTTTGCTTGCAGCGAAGAGGGCCGGAATTCTGATTGCTTTG
TGTTCCTCCGTTGTCTGTTGCGTGGCGCAGCCGGTTCTTGCGGGTATGGCACGGCG
GCCGCGCGCCTCAACGGCGGCGGATTCCTCGCCGCCGCTGGCCCTGCGCTGTACC
GGGGCGGCGTCGGCTGCGGCGCATGCTACCAGGTAATAATCAAGCGCTAGCTAG
CTGCATGCTTTCCGGCCATGGCGTTCCTTGCTGATCGGTCTTGATTGATCGGCTCC
GTGCTTCAGGTGAGATGCAAGGACAAGAAGCTGTGCAGCGCGGCGGGLCGLCLCLCGE
GTGGTCGTCACGGACCGCGCCAGGACGAACCGGACCGGCCTAGTGCTGAGCAGC
CCGGCTTTCGCCGCCATGGCCCACCCAGGCATGGCCGCGTCCCTCACCAAGCTCG
CCGCCGTCGACGTCGAGTACAAGAGGTAAAGCAAAGCTCACCAAGTTTTACTTTI
ACCTGCTCGTTTTCTTTTCACCAACCGCACATAGCTCGTGTTCCACACAATAGCTA
AAAGATTAACTTTTGCCACCGTAAAAAAAGATTAACTTCACCACTGTAAAAAAAC
CAAATTTGTTTTGCGGCCGGCTGCTGTAGTTTTAACCAGTTTTTTGATAAAAGGCG
TAGGGCGCGTTCGAAAGTGAAGACGGAGGAAAATTTTTCCGTCTTCTACATTTCT
TGAATTGTGTGTTTTTAAGAAATATATGAAAGTTGTTTAAGAAATTAAAAATCTA
TTTTCTGAGTTTTCAAAAGCTAATACTCAATTAATCATATACTAATAATTTTTTTGT
TTTATGTACGCTGATTAGACTAGTTTACACAACAAGGAGCCCAGCTTTTCATTAA
AGCAAACCGAAATAGTCAAATGCCGGTTTTACATACTGCCTCCGTCTCGAAAAAA

GATCATTTTTCGTTTTTCCGTGTCTAATGTTTGACCATTCGTCTTATTTAAAAAAAA
TTACGATTAATATTTTTGTTCTTACTGGATGATAAAATATGAATAGTACTTTATGC
GTGACTAATTTTTTTAAGTTTTTATATAAATTTTTCAAATAAGACGAATGGTTAAA

CGTTGGACACGGAAAAACGAAAAATAATCTTATTTCGGGGTAGTAGTTTTAACCA
GTTACAGGCGTACGTGCGAAAATGTTTGGGCAAGTACTAGCCGATGCAATAAATA
ATGAGCACGATTGTCTTAAGCCGGAATTGGAAATCAGGCTCAAATTCGTCAGCAC
TTCGCATGTGCAGGGTACCTTGCGAGTACAGGCACAAGAACCTCTCGGTCAGAGT
CGACGAGAGAAGCCGTGGCCCCAACGAGCTATCCATCAGCTTCCTCTACCAAGGC
GGCCAAACCGACATCGTCGCCGTCGACGTCGCCCAGGTAAAAACAGCACAGAAA
CACAGGAACACAGCAATCATGGAAGTGTTCTATTAAAAATCTGCAGGTGTTGGTG
TCTCAGAATCTAACAGTTGCGTTTTTGTTTGTGGGGCAGGTTGGGTCGTCGAGCTG
GAAGTTCATGACGCGGGAGCACGGTCCGTCGTGGAGCATGGCCAACGLCGLCLCGLC
GGGGCCGCTGCAGCTCCGGCTGGTGGTGACCGGCGGCTACGACGGGAAGTGGGT
CTGGGCCGACCGGGAGGTCCTGCCGAGGCGGGGGGGGGGGCGGGGNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN



NNNNNNNNNNNCGGGGGGGTCCTGCCGAGGCGGTGGCGCGCCGGCGAGGTCTAT
GACACGGGGGTCCAGATCACTGACATCGCGCAAGAAGGCTGCTTCCCCTGCGAC
ACGCACGAGTGGAAGTGATGCGCGCCAAAGAAATTCAGAGGCGAGCTATAGCTG
CACTTCTCCTGTCACTGCCATTTTGGTTGGGCTTTGACGATGAGAAGAAGACGAC
GATGGCTCGGCTCCGTTAGAGATTTCACTGACCCGATTAGAGTCCTCCTAATCCCT
CGGCAACTTCAGACTCTCTCTTTCATTTCTTCGTCTTCTTCTTTTTCCAACTTCACC
TGTACATGAGCTGCTGATGTGTAAGATAAATTAAGCAACTTGCAACCGTCCCGTC
CCACTGGAACCTAAACAATAGGCCAAGAAAACGAATCGAATGGCCGCAGTCGTG
AAGCAACAACACTCCTGATAACGTTGGCAACAACTAACATACAAATCGCAGTTTC
AAACGGCTCACATGCTGTTGCTTGCTTGGCTGCCTACGGTGTGCTTCGTCATGTTG
CTCGTTGTTGGTGGTGGTCAGACACGCTGACGGAGCTGGTCGTTGAAGCTTATCA
CTTATCAGGATGTTCAGTGAGAAATGTGAGGTGATTACAGGAGAAGATTACGAG
CGAAATCGCAAGCCTGACATGCACGGTTGGCGGGTGGACCACGCTTTGCAGTCTC
TGACTCCCTGCCATCATAGACACCACAAGTCCATGGTGCGGGGTATGAATGTATA
TGATGGTCAGGTGGCCGGGTGAACCGAAGGTTGCCGGTGAAAGTGAGATTTTCCT
TCGCATTGTGGTGCCAGTGTTTTCTTCTCAACTTTTTCTTAGATTTT





