IDENTIFICATION

Species: Amborella trichopoda

Locus: evm_27.model. AmTr_v1.0_scaffold00002

Gene Model: evm_27.model. AmTr_v1.0_scaffold00002.177
Description: AtrEXLB-02

Family: Expansin Like Beta

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Atrichopoda vl 0
KEGG: https://www.genome.jp/entry/gn:T02990

EXTERNAL RESOURCES
https://plants.ensembl.org/Amborella trichopoda/Info/Index?db=core



https://phytozome-next.jgi.doe.gov/info/Atrichopoda_v1_0
https://www.genome.jp/entry/gn:T02990
https://plants.ensembl.org/Amborella_trichopoda/Info/Index?db=core
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DOMAIN ARCHITECTURE

Query seq. e ——

Superfanilies PLN03023

List of domain hits A
Name Accession Description Interval E-value
[+] PLN03023 super family cl33621 Expansin-like B1; Provisional 3-250 1.33e-137
SEQUENCES

Peptide

>AtrEXLB-02

MALLLALPTCSLSQDASASASASAFVCSRATFYGSPDCLGTPSGACGFGEFGRRINGG
DVGGVAKLYKNGTGCGACYQVRCTQPQVCNPYGLTIVVTDYGEGDHTDFILSTSAY
SKLALPNMALELMAYGVVDIEYRRVSCQYPGYNMMFKVHENSRYPDSLALVIWYQ
AGQYDITAVELWQEDCKEWRGMRRAYGAVWDMPNPPNAGAGLNLRFRVSGGVEG
EKWVVLPNAIPTNWKAGAVYDSTIQLS*

CDS (coding sequence)
>AtrEXLB-02

ATGGCTCTCCTCCTTGCGTTACCTACGTGCTCTCTCTCTCAAGACGCCTCGGCCTC
CGCCTCCGCCTCCGCCTTTGTGTGCTCTAGGGCCACCTTCTACGGGAGCCCAGACT
GCCTTGGAACCCCAAGTGGAGCTTGTGGGTTTGGAGAATTCGGTCGAAGAATTAA
TGGAGGCGATGTTGGGGGGGTTGCTAAGCTCTACAAGAATGGCACTGGTTGTGGA
GCTTGCTACCAGGTGAGGTGCACCCAACCCCAAGTTTGCAACCCCTATGGTTTGA
CAATTGTGGTGACGGACTACGGTGAGGGTGACCACACAGATTTCATCCTCAGCAC
AAGTGCCTACTCCAAGTTGGCACTTCCTAACATGGCCCTTGAGCTCATGGCTTATG
GTGTAGTAGATATCGAATACAGGAGGGTGTCATGCCAGTACCCAGGCTACAACAT
GATGTTCAAGGTCCATGAGAACAGCCGATACCCGGACTCCTTGGCCCTTGTCATT
TGGTACCAAGCCGGCCAATACGACATCACTGCTGTCGAATTGTGGCAGGAGGATT
GCAAGGAATGGAGGGGAATGAGGAGGGCGTATGGGGCAGTGTGGGACATGCCC
AACCCACCAAACGCAGGGGCTGGCCTTAACCTTCGGTTCAGAGTCTCCGGTGGCG
TCGAGGGAGAGAAATGGGTCGTCCTGCCCAATGCCATTCCTACCAATTGGAAGGC
AGGAGCCGTCTATGACTCCACCATACAGCTTTCTTAA

Nucleotide
>AtrEXLB-02

ATGGCTCTCCTCCTTGCGTTACCTACGTGCTCTCTCTCTCAAGACGCCTCGGCCTC
CGCCTCCGCCTCCGCCTTTGTGTGCTCTAGGGCCACCTTCTACGGGAGCCCAGACT
GCCTTGGAACCCCAAGTATCTCTCTTTCTCTTCACCTACAAATCATCATCACTCTC
GTTTCGAGCTTGCATGTACGATTAGACATGTAATCTCTTATTTTTTATAGAATAAG
GGATTCATGATTTGTTCTCTCTCTATAGCATGTATGCATCCGTAGCCATACAAGTT



ATGAGTCTCTCCATAAACAATGCATGTGCAACTACATTTGCACTCTATTTTTTTTT
TTGTAAAAAAGATTGTATGCTATGATACTATTTATCATTGTCACAACCAATCCTTG
TCAATAGATTTCAAATTGGATGGTTTGAGATAGTCATGAAGTTCGAGATTTTTTTT
TTTAAACTTTAAGTCGAGTCAATGAAACATACACACTTAAAATTAGAAGGACAAG
AGTGATTGTGGCCTACTTGTACTAAAAGTGTAAGTGGCCTCTTTGTATATCTTGTC
TTTTATTGTTTCCTTTAAAAATATATGCAAAGGCAAAGATTATAGTGAATTGATGA
AACAGGTGGAGCTTGTGGGTTTGGAGAATTCGGTCGAAGAATTAATGGAGGCGA
TGTTGGGGGGGTTGCTAAGCTCTACAAGAATGGCACTGGTTGTGGAGCTTGCTAC
CAGGTACTAACCTCTCTATAAACACACATGCTCTTTCTCTGGACTCAAATTTATTC
AAACACATACAGTTAATTTTTCTATAAAGCTTCAAAAAGGAAAAGATTTTTAGTC
TTCAAAATATTACATTTTGTGATAAAATTATTTGGATAGTCCATTTTCAATATTTTT
AAAGGTTTATGGTTTTTGCTCGATCTGTATCAAGTTTACGTGTTTCAATTGCTTTTA
GTTAATTAAGAGTGGAACTAGATTTTGATGCCCTTTACAACATCAAATTTGTATCT

TTTGAAAATGCCTTTTTATTTTAAGGGATTGTATACCATGATATCATTTACCATTG
CTAGACGGAAGCACTCCTAATCATTAGATGTCAAATTGGATGTTAGGAGTCGCAA
CGTTTATTTATTTATTTATTTTTTTTGAAACTTTGCGTCTAGTTAATGACACGCTAA

CAACCACGTGATTTAAAATCTAATAGATAGGAGCAATTCAAACATCATTTTACTT
GAAATAAATGGTCTCTTTGTATACTTTTCCTAATTTAATTGTTTTAAGTTGATGCC
AGGTATAAATCGCACCCCTCAAGCTTCCCGCTTTGTTAATTAACATATGTTAGTGA
CCAAAACGATCTTGGAGTGACTCGTTAAATTAATAAAATATTTGAACTCAAGTTT
TGGAGGTACAATGGTCCCAAATTCACACTAATGGAACTGTCTTGGTGTTTGAACT
CTCTCTCTCTCTCACTCTCTCTCTCTCTCTTCATCCTTTTATAATTAGGAGACCTCC
CTCTCTCATTTCATGTTTTAATCAGCAGACTTGAATAGCAAAACAAAAGGCAAAA
AAATCGAAGTGCTACAATGCATCATCGTTTCAAACTTTTGAAATGATAGTTTAGTT
AGATGTAAAGAAGGTTCGACTTAATATGTATTTATGTTACCATGTTAATATGTTAC
GTAGCATGGACAATTCTCTCTCTTGAATGATTGATTGGTGGGTGGAAATAGGTGA
GGTGCACCCAACCCCAAGTTTGCAACCCCTATGGTTTGACAATTGTGGTGACGGA
CTACGGTGAGGGTGACCACACAGATTTCATCCTCAGCACAAGTGCCTACTCCAAG
TTGGCACTTCCTAACATGGCCCTTGAGCTCATGGCTTATGGTGTAGTAGATATCGA
ATACAGGAGGTAAAAAACAGAGTCCCTCTCTCTCTCTCNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCAC
AATGGATGTTGAATTTGTGGAGACAGGGTGTCATGCCAGTACCCAGGCTACAACA
TGATGTTCAAGGTCCATGAGAACAGCCGATACCCGGACTCCTTGGCCCTTGTCAT
TTGGTACCAAGCCGGCCAATACGACATCACTGCTGTCGAATTGTGGCAGGTTTGC
TCTTTCCCTCTCCCTCTCATTCTCTCTCTCTCTCATATGATTTCTTGAATGCAGTTTC
TTAGTAGTTTGTGAGGATTTGTTGAATTGAATGAAATGCTTGTTTGAAGGAGGAT
TGCAAGGAATGGAGGGGAATGAGGAGGGCGTATGGGGCAGTGTGGGACATGCCC
AACCCACCAAACGCAGGGGCTGGCCTTAACCTTCGGTTCAGAGTCTCCGGTGGCG




TCGAGGGAGAGAAATGGGTCGTCCTGCCCAATGCCATTCCTACCAATTGGAAGGC
AGGAGCCGTCTATGACTCCACCATACAGCTTTCTTAA



