IDENTIFICATION

Species: Oryza sativa

Locus: LOC_0s03g25990

Gene Model: LOC_0s03925990.1
Description: OstEXPA-19
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0
KEGG: https://www.genome.jp/entry/T01015
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Superfanilies PLNOQOS0

+ Name Accession Description Interval E-value
[+] PLND0050 super family C131535 expansin A, Provisional 30-263 1.27e-106
SEQUENCES

Peptide

>0OstEXPA-19

MAPPSLPILLVLLSLSSSLSSSSAAAAGRWTDAHATFYGGADASGTMGGACGYGNTY
GQGYGTDTAALSAVMFGDGLSCGACFELRCGGGGGGDRRGCLPPAAGKSIVVTATD
LCPANHALPGDRGGWCNPPLHHFDLSQPAFLRIARFQSGIVPVSYRRVACRRKGGMR
FTINGHSYFNLVLVSNVGGAGDVHAVAVKAGGGRKARWQAMARNWGQNWQSGA
LLDGQALSFTVTTGDRRSVVSYNVAPAGWAFGQTFTGRQFT*

CDS (coding sequence)
>OstEXPA-19

ATGGCGCCGCCGTCGCTACCGATTCTCCTCGTCTTGCTCTCGCTGTCGTCGTCGCT
GTCCTCCTCCTCGGCGGCGGCGGCCGGCCGCTGGACCGACGCCCACGCCACCTTC
TACGGCGGCGCCGACGCCTCCGGCACCATGGGTGGCGCGTGCGGGTACGGGAAC
ACGTACGGGCAGGGGTACGGCACGGACACGGCGGCGCTGAGCGCGGTGATGTTC
GGGGACGGGCTGAGCTGCGGCGCCTGCTTCGAGCTGCGGTGCGGLGGLGGLGGL
GGCGGCGACCGGCGGGGGTGLCCTGCCGCCGGLCGGLCCGGCAAGTCCATCGTGGTG
ACGGCCACCGACCTGTGCCCGGCCAACCACGCGCTCCCCGGLCGALCCGLGGLGGLT
GGTGCAACCCGCCGCTCCACCACTTCGACCTCTCCCAGCCCGCCTTCCTCCGCATC
GCCCGCTTCCAGTCCGGCATCGTCCCCGTCTCCTACCGCCGGGTGGCGTGCCGGA
GGAAGGGAGGGATGAGGTTCACCATCAACGGGCACTCCTACTTCAACCTGGTGCT
GGTGAGCAACGTGGGCGGCGCCGGCGACGTGCACGCGGTGGCGGTGAAGGCCGG
CGGGGGAAGGAAGGCGCGGTGGCAGGCCATGGCGAGGAACTGGGGCCAGAACT
GGCAGAGCGGCGCGCTGCTCGACGGGCAGGCGCTGTCGTTCACGGTGACCACCG
GCGACCGCCGATCCGTCGTGTCGTACAACGTCGCGCCGGCGGGATGGGCGTTCGG
CCAGACCTTCACCGGACGCCAGTTCACCTGA

Nucleotide
>0OstEXPA-19

GATCGATGTGTCGAAGTGGACAAGCTGCTTAACTAATCAGCTTTCCCTTTCGCTTG
CGCACGTACGTACGATACGACAATGGCGCCGCCGTCGCTACCGATTCTCCTCGTC
TTGCTCTCGCTGTCGTCGTCGCTGTCCTCCTCCTCGGCGGCGGCGGCCGGCCGLTG
GACCGACGCCCACGCCACCTTCTACGGCGGCGCCGACGCCTCCGGCACCATGGGT
ACGTAACCAATGCACGCCGATACATATACATCTATCTCAGCTCAGAATTGATCGA



AGTGGCGGCAATGGCGCCGCCGGTTGTGTGCAGGTGGCGCGTGCGGGTACGGGA
ACACGTACGGGCAGGGGTACGGCACGGACACGGCGGCGCTGAGCGCGGTGATGT
TCGGGGACGGGCTGAGCTGCGGCGCCTGCTTCGAGCTGCGGTGCGGCGGCGGLG
GCGGCGGCGACCGGCGGGGGTGCCTGCCGCCGGCGGCCGGCAAGTCCATCGTGG
TGACGGCCACCGACCTGTGCCCGGCCAACCACGCGCTCCCCGGCGACCGLGGLG
GCTGGTGCAACCCGCCGCTCCACCACTTCGACCTCTCCCAGCCCGCCTTCCTCCGC
ATCGCCCGCTTCCAGTCCGGCATCGTCCCCGTCTCCTACCGCCGGTCAGCAACCG
CCGCCGCCGCCATCGATTGATCAACTCGTCGTACTAGCTGATAATTAATCCGCCA
TTGATTTACCCGTCTTGTTTAGCTCCCAAAATAAAAAATTAAATATAGAAAAAAA
CAATTATGTGTAAATGACGAGATGAATTTTTTAAGCCTAATTACGTCATGATTTAA
CAATATGGTGCTATAATAAACATTTACTAATGATAGATTAATTAGGCTTAATTAA
TAAATTCGTCTCGCAGATTCGTAGCGGAATCTGTAATTTATTTTGTTATTATACTT
CAAATGTGTGTCCGTATATTCTATGTGACATGTTAAAACAAAATTTTTCGCTGACT
AAACAAGGTCTAAATGTGTGTGTAGGGTGGCGTGCCGGAGGAAGGGAGGGATGA
GGTTCACCATCAACGGGCACTCCTACTTCAACCTGGTGCTGGTGAGCAACGTGGG
CGGCGCCGGCGACGTGCACGCGGTGGCGGTGAAGGCCGGLCGGGGGAAGGAAGG
CGCGGTGGCAGGCCATGGCGAGGAACTGGGGCCAGAACTGGCAGAGCGGLGLGL
TGCTCGACGGGCAGGCGCTGTCGTTCACGGTGACCACCGGCGACCGCCGATCCGT
CGTGTCGTACAACGTCGCGCCGGCGGGATGGGCGTTCGGCCAGACCTTCACCGGA
CGCCAGTTCACCTGAGAAGATCGATGAGATGACTCGTACGTATAGTAGCGCGCCT
AGAACGATGATGTATGTTGTCCATTGATAGGTCGGATAAAAAAAACAAGATTTCG
AGGAAGAGACATCCCTTAAACTTCAGATTGAAATCGCATACCCCTTGCCACTTAT
TGCATACCCCTTGCCACTTATTAAGTGGATCTCCATCGATCGATCAATCATTAGGT
TCGATTGACACGTAGGAATTCCACTGTATTGCAATAGTATGTTGTTAGTAGTGCG
ATGGATGTAATATGTGAAACTGACGTAATCCAGACAACACTAATGTAATATATTC
CCCGTCTTAAATTAGTTGTCTTA





