IDENTIFICATION

Species: Mimulus guttatus
Locus: Migut.J00325

Gene Model: Migut.J00325.1.p
Description: MgeEXPA-15
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Mguttatus v2 0
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Mguttatus_v2_0
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Query seq.

Superfanilies PLN0O00OS50

SEQUENCES
Peptide
>MgEXPA-15

MPPAMKFLLCFATVLCFLTSAQARIPGVYAGGPWETAHATFYGGSDASGTMGGACG
YGNLYSQGYGVNTAALSTALFNNGLSCGACFEIKCDAAQDSKWCNPGSPSILVTATN
FCPPNFALPNDNGGWCNPPRTHFDLAMPMFLKIAQYRAGIVPVNFRRIPCRKQGGMR
FTINGFRYFNLVLVTNVAGAGDIVRVSIKGTNTQWISMSRNWGQNWQSNAVLVGQA
LSFRVTAGDRRTSTSINVAPPHWQFGQTFTAKNFRV*

CDS (coding sequence)
>MgEXPA-15

ATGCCTCCTGCTATGAAGTTTCTCCTCTGCTTTGCCACCGTCCTCTGTTTTCTGACC
TCTGCTCAGGCCAGAATTCCCGGCGTCTACGCCGGAGGACCCTGGGAAACAGCCC
ACGCCACCTTCTACGGCGGAAGCGACGCCTCCGGCACCATGGGCGGTGCTTGTGG
GTACGGAAATCTGTACAGCCAGGGTTACGGTGTGAACACGGCGGCGCTGAGCAC
GGCGCTGTTCAACAACGGGCTGAGCTGCGGAGCCTGCTTCGAAATCAAGTGCGAC
GCGGCACAGGACTCCAAGTGGTGCAACCCGGGCAGCCCGTCCATTCTGGTGACG
GCCACCAATTTCTGCCCGCCCAATTTCGCGCTGCCCAACGACAATGGCGGGTGGT
GCAACCCACCCAGGACTCACTTCGATCTCGCCATGCCTATGTTCCTCAAGATTGCT
CAGTACCGCGCCGGCATCGTCCCCGTTAACTTCCGCCGGATACCGTGCAGAAAAC
AAGGAGGGATGAGGTTCACAATAAACGGATTCCGTTACTTCAACTTGGTATTGGT
AACCAACGTCGCGGGTGCAGGGGATATCGTGAGGGTGAGCATCAAAGGTACAAA
CACACAGTGGATATCCATGAGCCGTAACTGGGGGCAGAATTGGCAATCCAACGC
AGTACTGGTGGGCCAGGCCCTGTCCTTTAGAGTCACAGCAGGTGACCGTCGCACA
TCAACTTCAATCAACGTGGCGCCACCTCATTGGCAGTTCGGCCAGACCTTCACCG
CCAAAAACTTCCGTGTCTAA

Nucleotide
>MgEXPA-15

CATTCGCCTCCAACACTAAACTCCCCTTTTCTCTTTCTCTCTCTAAAAAAAATAAC
TCCATTGTAGAGAGAGAGAGAGAGAGAAGAACAACAAAAAATGCCTCCTGCTAT
GAAGTTTCTCCTCTGCTTTGCCACCGTCCTCTGTTTTCTGACCTCTGCTCAGGCCA
GAATTCCCGGCGTCTACGCCGGAGGACCCTGGGAAACAGCCCACGCCACCTTCTA
CGGCGGAAGCGACGCCTCCGGCACCATGGGTACGTGTACCCCACACATTCCATTT
CCTTTTTCTACTTATTTACTCGAAAAAATCTTCTTATAACTCACCTTCGTACGGTTT
TCTTTTTGGGTGTATTCAGGCGGTGCTTGTGGGTACGGAAATCTGTACAGCCAGG




GTTACGGTGTGAACACGGCGGCGCTGAGCACGGCGCTGTTCAACAACGGGCTGA
GCTGCGGAGCCTGCTTCGAAATCAAGTGCGACGCGGCACAGGACTCCAAGTGGT
GCAACCCGGGCAGCCCGTCCATTCTGGTGACGGCCACCAATTTCTGCCCGCCCAA
TTTCGCGCTGCCCAACGACAATGGCGGGTGGTGCAACCCACCCAGGACTCACTTC
GATCTCGCCATGCCTATGTTCCTCAAGATTGCTCAGTACCGCGCCGGCATCGTCCC
CGTTAACTTCCGCCGGTAATAACTCCTCACTCTTCCCTAGGTTAATCTTTCAAGGG
TAGTTCTGTCTTTTCACTGCCTTGGTAGTTAGTATTCTGACTGCGCATAGTGTCTG
CGGTAGGGATAACTGTGGACAGAACTGCCCTTTGTGCAGAATATGGTTTTTTTTTT
TTTTTTTCTATTACATTTATTTTATTCCTTTTTTTTAATTAGGGTTCTAATTTTTTAT
GATTAGTTTTTGTCCGAATCTGCTGAATTTTAGTGTCCTGAAAACTTACAGAATCC
ATTCTATCCACTGCAAATGCTTTATTCGGTGGTATAAAATATAAATTAACGAACTT
CCCACCGCCGCTAATTTTTACATCGAGGGTAGTTTTGTCATTTTAACTACTCTAAC
TGGACTAAAATGCCCACTTGCTTTCACCACCGTAGAAATACTGTAGCTGTAACCA
TAGAGGGTTTTTATTGTCCTTTCACAGTCAAGCATCCCCAACCAAAAAGTTTAAAT
ATCAGTAAATTATGTAACTACTTACCAAAGGGCATTAATGTAATTTTATACCTGGT
AATTTGTTGCCGTGAAATATGGAATTGGCGTGCTTCGGGTTCACAGAGTCACGAT
ATCCCACGCGCTTTCGGGGGCCCACAATCTACATTAAAAAGCGCACCTTACCGGA
AATACCGGTCAAACCTAGGGTTCCTCCTCAGTGAAAAGATAAATAAATAATTTGA
ACTTTTGATATAATATTGCAGGATACCGTGCAGAAAACAAGGAGGGATGAGGTTC
ACAATAAACGGATTCCGTTACTTCAACTTGGTATTGGTAACCAACGTCGCGGGTG
CAGGGGATATCGTGAGGGTGAGCATCAAAGGTACAAACACACAGTGGATATCCA
TGAGCCGTAACTGGGGGCAGAATTGGCAATCCAACGCAGTACTGGTGGGCCAGG
CCCTGTCCTTTAGAGTCACAGCAGGTGACCGTCGCACATCAACTTCAATCAACGT
GGCGCCACCTCATTGGCAGTTCGGCCAGACCTTCACCGCCAAAAACTTCCGTGTC
TAAAAACATCATTCACCAGTGACCCGACCCGACCCTACCCGCCCCTTCAAATTCT
CTCTTTTTACCCGGGAAGAAATTTGATGAGGATTTAAAGTTATAAAGTTTTAAAA
AGTAAAGTAGGAAATTACTATAGGATTAGATCAACAAGTATTATTGGCTTGTGTG
TGTGTGTTTCTTTTTTTTTTTACCACTTCGGTAAAATGAGTTTGTTACTTTTTTACCT
TTGTTTTGTGCTTAAAAGTGAAAAAAAAAAAAAAAAAAAAAAAAAGCAGCGGAG
GGGGGAAAGTTGTGGGGGCTGAAGCGGCTGCAGAAAAAGGAAAGAAATGTAGC
CCGCAGCTTCTAATTGTTGTAGTGTGTCATGGACTCATCATATATATATTTATTAT
ATAATGCTTCTACTACATATATTTTATATATATTTGACAATGTTTCACATTTACTTT
TTTT






