IDENTIFICATION
Species: Linum usitatissimum
Locus: Lus10018583

Gene Model: Lus10018583
Description: LUseXPB-06
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1 0
KEGG: https://www.genome.jp/entry/D12016

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016

GENE STRUCTURE

LusEXPE-06
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE

Query seq,
Specific hits
Superfanilies

- |

PLN00133
| DPBB_RIpA_EXP_N-1like superfamily

List of domain hits .
Name Accession Description Interval E-value

[+ DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 36-159 2.17e-67
[+ PLN00193 super family ci33423 expansin-A; Provisional 3-262 271e-29

>LusEXPB-06

MQLMWFNILFFASVFFFTVSGQVPVHHPAASDDHHWHPATATWY GSPEGDGSDGG
ACGYGSMVDVKPLRARVGAVSPVLFRSGEGCGACYKVKCLDKSICSRRAVTVIVTD
ECPGGYCSGGKTHFDLSGAAFGRMAVTGEAGMLRNKGELPVIFRRTPCKYPGKNIAF
HVNEGSTDFWLSLLVEFEDGDGDVGSMHIRQGGGSEWMEMKHVWGATWCIVGGP
LRGPFSVKLTTLSTGKSLSARDVIPSNWSPKATY TSRLNFLH*

CDS (coding sequence)
>LusEXPB-06

ATGCAGCTGATGTGGTTCAACATTCTGTTTTTCGCTTCTGTATTCTTCTTCACCGTC
TCCGGCCAGGTCCCAGTCCACCACCCTGCTGCATCTGACGACCACCATTGGCACC
CCGCCACCGCTACCTGGTACGGCAGCCCAGAAGGCGACGGCAGCGACGGAGGGG
CGTGCGGGTACGGGTCGATGGTGGACGTGAAGCCACTGCGGGCGCGGGTCGGAG
CCGTCAGCCCTGTTCTTTTCCGGAGCGGGGAAGGGTGCGGAGCTTGCTACAAGGT
GAAGTGCTTGGACAAGAGTATCTGCTCGAGAAGGGCGGTCACCGTAATTGTCACC
GACGAGTGTCCCGGCGGGTACTGCTCTGGCGGAAAAACCCACTTCGACCTCAGCG
GCGCGGCATTCGGACGCATGGCTGTCACCGGAGAAGCCGGCATGCTCCGCAACA
AAGGCGAGCTCCCCGTCATTTTTCGACGGACGCCGTGCAAATATCCCGGGAAGAA
CATAGCGTTCCACGTGAACGAAGGCTCGACGGACTTCTGGCTATCACTGCTTGTA
GAGTTCGAGGATGGTGATGGTGACGTCGGTTCCATGCACATCCGACAGGGAGGT
GGGAGTGAGTGGATGGAGATGAAGCATGTGTGGGGAGCAACATGGTGCATAGTT
GGTGGGCCATTGAGAGGTCCATTCTCAGTGAAGCTCACCACTCTGTCTACAGGCA
AATCTCTCTCAGCTAGGGATGTTATCCCAAGCAACTGGTCTCCCAAGGCCACTTA
CACTTCACGACTCAACTTCCTCCACTAG

Nucleotide
>LusEXPB-06

ATGCAGCTGATGTGGTTCAACATTCTGTTTTTCGCTTCTGTATTCTTCTTCACCGTC
TCCGGCCAGGTCCCAGTCCACCACCCTGCTGCATCTGACGACCACCATTGGCACC
CCGCCACCGCTACCTGGTACGGCAGCCCAGAAGGCGACGGCAGCGACGGTGGGT



TTTGTGAAAAAAATTGACCTTGAAAATTAGCTCGAGATCTGTGAAATTTTTTGAG
CTGAAATTGTGCATTTTGATATTGGGCAGGAGGGGCGTGCGGGTACGGGTCGATG
GTGGACGTGAAGCCACTGCGGGCGCGGGTCGGAGCCGTCAGCCCTGTTCTTTTCC
GGAGCGGGGAAGGGTGCGGAGCTTGCTACAAGGTGAAGTGCTTGGACAAGAGTA
TCTGCTCGAGAAGGGCGGTCACCGTAATTGTCACCGACGAGTGTCCCGGCGGGTA
CTGCTCTGGCGGAAAAACCCACTTCGACCTCAGCGGCGCGGCATTCGGACGCATG
GCTGTCACCGGAGAAGCCGGCATGCTCCGCAACAAAGGCGAGCTCCCCGTCATTT
TTCGACGGTACGTATTGTCGGAGTTGGTTGGTAGAATTTTTCTTCAATATTTATTT
ACTTTCTCTGTTGCTCTGTTTTTCTGATTTCTCTGTTTCTTTTCCAGTCATTGTCGTA
TAGAGTAGACCAGTCATTTTCTTTCCTCTTTTGCCCCTGTAAAATCGCATGTCAAA
ACTCAAAACATTTCGGTCAAACCTCTAGTCTACCAAGGTCACAATTGTCAGTTTA
GTACTAAATCAGGAAAAGTGACGAAATTCTATGTAAATTTTTATTTTGATGTACA
ACTCTGGTCCATTTAAAAATATACGACTGTCTTTCATCGTTCTAGTTTCGCTACTA
ACAAGTGATATGGTATGGTATAATTACAGGACGCCGTGCAAATATCCCGGGAAG
AACATAGCGTTCCACGTGAACGAAGGCTCGACGGACTTCTGGCTATCACTGCTTG
TAGAGTTCGAGGATGGTGATGGTGACGTCGGTTCCATGCACATCCGACAGGTAAT
TTGGTTTACTTTCCTCAATTTCGCACTCAATGAGTCGATTTGATTTCGAAATGTGC
AAAAGTTACGGTACTAATCGAGTCGATTTCGAAATTACCCTTTATGGGAGGGGGG
GACAAGGGTGACATGTTTTCTGAAGTGGTGCACTTTAAAGAGAAACTGGCTCCTG
AAGTCATGATGGGCAAAAAATGGGTTCAAAAGCTATTAATTTAATGCACATAAA
GTTATTAGAAGAAGATGGAGGAGCACTACTATTAACTATTCCCTTTTGTTAACCA
ATTGCATAAAGGTCACCATAATTTATAATCTTTACAGTGTTCCTATCGGTCTTGAC
TAAAGCCGTCAAAAGAGTCATCAAACCGGTTCTGTACAATACAAATATAGTTACG
GTTTAGCTTGTATCCTAATGACGAATATATGTAACATCGTAGACATTCTACCTCAT
ACATGTTAGTTTCACTGAGTTTTTGACGTCGTTATTGGTCATACCCTGTATTGTTA
GACTCACTGGTTTGATGTTGGAACTACGATTTTACAGGGAGGTGGGAGTGAGTGG
ATGGAGATGAAGCATGTGTGGGGAGCAACATGGTGCATAGTTGGTGGGCCATTG
AGAGGTCCATTCTCAGTGAAGCTCACCACTCTGTCTACAGGCAAATCTCTCTCAG
CTAGGGATGTTATCCCAAGCAACTGGTCTCCCAAGGCCACTTACACTTCACGACT
CAACTTCCTCCACTAG






