IDENTIFICATION

Species: Sorghum bicolor

Locus: Sobic.001G300800

Gene Model: Sobic.001G300800.2.p
Description: SbEXPB-05

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor v3 1 1
KEGG: https://www.genome.jp/entry/T01086

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1
https://www.genome.jp/entry/T01086
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List of domain hits "

+Hi Name Accession Description Interval E-value
[+] DPBB_EXPB_N 422275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 42-163 6.95e-84
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, PIl and PIll from Lolium perenne 171-247 1.84e-32

SEQUENCES
Peptide
>SbhEXPB-05

MATTFSSKAVAFAAIFSFLVTYGSCARPVSFNASDFTADPNWEAARATWYGAPTGA
GPDDDGGACGFKNVNLPPFSAMTSCGNEPLFKDGKGCGSCYQIRCQNHAACSGNPE
TVITDMNYYPVAKYHFDLSGTAFGAMAKPGRSDELRHAGIIDIQFKRVPCNYPGQK
VTFHVEEGSNSVYLAVLVEFEDGDGDVVQVDLMEANSGYWTPMRESWGSIWRLDS
NHRLQAPFSLRITNESGRTLVANQVIPANWVPNTYYRSIQY*

CDS (coding sequence)
>SbhEXPB-05

ATGGCAACGACCTTCTCTTCAAAGGCTGTTGCATTTGCAGCGATCTTCTCCTTCCT
AGTCACGTATGGCTCCTGCGCCCGGCCTGTAAGTTTTAACGCCTCCGACTTCACCG
CCGACCCTAACTGGGAGGCCGCCAGGGCCACCTGGTATGGGGCACCTACTGGCG
CCGGTCCTGACGACGACGGTGGTGCCTGTGGGTTCAAGAACGTGAACCTGCCTCC
GTTCTCCGCGATGACGTCGTGTGGCAACGAGCCACTGTTCAAGGACGGCAAGGGC
TGCGGCTCATGCTACCAGATCCGATGCCAAAACCACGCTGCATGCTCCGGCAACC
CGGAGACGGTGATCATCACCGACATGAACTACTATCCGGTCGCTAAGTACCACTT
CGACCTCAGCGGCACGGCGTTCGGCGCCATGGCTAAACCTGGCCGCAGCGATGA
GCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGAGTGCCCTGCAATTAC
CCTGGGCAGAAGGTGACATTCCACGTCGAGGAGGGGTCCAACTCCGTCTACCTCG
CGGTGCTCGTCGAGTTTGAAGATGGCGACGGCGACGTGGTGCAGGTGGACCTCAT
GGAGGCCAACTCCGGCTACTGGACGCCGATGCGCGAGTCCTGGGGATCCATCTGG
AGGCTCGACTCCAACCACAGGCTGCAGGCGCCCTTCTCGCTGCGCATCACAAACG
AGTCCGGCAGGACGCTGGTGGCCAATCAGGTCATCCCGGCCAACTGGGTGCCCA
ACACCTACTACCGCTCCATTATCCAGTATTGA

Nucleotide
>ShEXPB-05

CAATCTCATCAGTACTAAGCTCCACCTTCTTAAGCTTGGAGTTGCTAGGACTGTCT
GTGCTGCACTAAGACAAAGATGGCAACGACCTTCTCTTCAAAGGCTGTTGCATTT
GCAGCGATCTTCTCCTTCCTAGTCACGTATGGCTCCTGCGCCCGGCCTGTAAGTTT



TAACGCCTCCGACTTCACCGCCGACCCTAACTGGGAGGCCGCCAGGGCCACCTGG
TATGGGGCACCTACTGGCGCCGGTCCTGACGACGACGGTACGCACACGCTTGGTG
TTAGTTTAATTTAACAACGTTACAGGGCCTGTAATTAAATAAACAAGCTTTATGT
AGCCTATTGCCCTGTTTCTGGACGATATATATCAGTAAACTTTACATGCCGCGCGC
GGCATCCATTTGTGTGCATGCAGGTGGTGCCTGTGGGTTCAAGAACGTGAACCTG
CCTCCGTTCTCCGCGATGACGTCGTGTGGCAACGAGCCACTGTTCAAGGACGGCA
AGGGCTGCGGCTCATGCTACCAGGTACGAAGAAGAAGTACTAGATGAATTGGCC
GTCAGAGATGAAGTTAACATTGGTGGCCTAATGCAAAGCAAAGGGAAAGCTCAT
GCACAGTTTTGGCTTTTGACTCACATCACGCTCACTCAGTAGTTTTACTGCCCTTT
TTAATTTGCAGATCCGATGCCAAAACCACGCTGCATGCTCCGGCAACCCGGAGAC
GGTGATCATCACCGACATGAACTACTATCCGGTCGCTAAGTACCACTTCGACCTC
AGCGGCACGGCGTTCGGCGCCATGGCTAAACCTGGCCGCAGCGATGAGCTCCGC
CACGCCGGCATCATCGACATCCAGTTCAAGAGGTAGGTGGAGGAACAAGCATTT
CTAGCTCGTTGCGGAGACAGAGCCAACAGACAATGCAACAACCTGCAGTAGTAG
ACCCTACTACCGGAACACAATCATATTTCGACCCTCTATTTACTGATTACTGGTGC
TGTGGAGCCCCTGTACTTTGCGCAACTATAACTCTAACGACAGTGACCGATTATC
CATTGGGCGGTCCCAAGTAGATTCGCACAGATAGATCTTAGTACTATATATATAC
TTGGACGTACTTTCACAACTTGTCTTGCGCATACTATACCTGTGTTCTACTATCTG
AAGCTGAAAGCCTAATCCAACATATCACATGGCTTTAATTCCTGCAGAGTGCCCT
GCAATTACCCTGGGCAGAAGGTGACATTCCACGTCGAGGAGGGGTCCAACTCCGT
CTACCTCGCGGTGCTCGTCGAGTTTGAAGATGGCGACGGCGACGTGGTGCAGGTG
GACCTCATGGAGGCCAACTCCGGCTACTGGACGCCGATGCGCGAGTCCTGGGGAT
CCATCTGGAGGCTCGACTCCAACCACAGGCTGCAGGCGCCCTTCTCGCTGCGCAT
CACAAACGAGTCCGGCAGGACGCTGGTGGCCAATCAGGTCATCCCGGCCAACTG
GGTGCCCAACACCTACTACCGCTCCATTATCCAGTATTGATTTATTGCTTAGGACA
TCAATTATTCGGGGTCATTGTTTTTTGATTAATTTGGTATGTACCGTATCTATGTG
GAAATACATTATTGGATTGATGAGGTGTCTCAGTTTAACTAGTAGGTGAGATATC
AGGAATCCGGCTATATATGCCGTCTGTACGATTTGTTAGAGTGCGAGATTCACGA
GTGGGAAACAGAGGAGGCAAGTTTGCATGTGCTTTCCCGCCCACTGCCGATGTAC
CGTGTTATGTGATCAATCAAAGTTATAAAGTACGAACACTTGTGT




