IDENTIFICATION

Species: Oryza brachyantha
Locus: XP_006655694

Gene Model: XP_006654542.1
Description: ObEXPA-22
Family: Alpha Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/10862?genome assembly 1d=1593936
KEGG: https://www.genome.jp/entry/T02995

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/organism/1941498



https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936
https://www.genome.jp/entry/T02995
https://rice-genome-hub.southgreen.fr/organism/1941498
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List of domain hits .

Name Accession Description Interval E-value
[+] DPBB_EXPA_N d22274 N-terminal double-psi beta-barrel fold domain of the alpha-expansin subfamily; Alpha-expansins 51-180 2.58e-67
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P1, Pl and Pl from Lelium perenne. 187-263 2.12e-16

SEQUENCES
Peptide
>ObEXPA-22

MASANPAPAIFLAALAGAAAAQLAAAGFATDLYWKDPQPAPGAVTPYKTSDWQDG
SATFYGASSGIGDDFGGACGYTSNDILSLFSTNTAALSTPLFVTGNGCGQCYELRCVK
SPWCNPGSPSVVLTGTNLCPPNWDLPNDNGGWCTPPRHHFDMAPPSFLKLAQRVAGI
VPVQYRRVPCOQRTGGVRFCLHGNHYWLLLYVMNVGGAGDVSSLSVKRSGGSAWIQ
AAHNWGITYQVFAALDNSVGLSVKLTTYSSPQQTIVVDDAIPPWWTTGLCYQGSNN
FY

CDS (coding sequence)
>0bEXPA-22

ATGGCCAGCGCGAATCCGGCTCCGGCCATCTTCCTCGCCGCCTTGGCGGGGGLGEG
CGGCGGCGCAGCTCGCCGCCGCGGGCTTTGCCACTGACCTGTACTGGAAAGACCC
GCAGCCGGCGCCTGGCGCCGTCACGCCGTACAAGACGTCGGACTGGCAGGACGG
CTCCGCCACCTTCTACGGCGCCTCCTCCGGCATCGGCGACGACTTCGGTGGCGCG
TGCGGGTACACGTCCAACGACATCCTGTCGCTCTTCTCGACGAACACGGCGGCGC
TGAGCACGCCGCTGTTCGTGACCGGCAACGGCTGCGGGCAGTGCTACGAGCTGCG
GTGCGTCAAGTCGCCGTGGTGCAACCCGGGGTCGCCGTCGGTGGTCCTCACGGGG
ACCAACCTGTGCCCTCCCAACTGGGACCTCCCCAACGACAACGGCGGGTGGTGCA
CCCCGCCGCGCCACCACTTCGACATGGCGCCGCCGTCCTTCCTCAAGCTGGCGCA
GAGGGTCGCCGGGATCGTGCCCGTCCAGTACCGCCGCGTGCCGTGCCAGCGGAC
GGGCGGCGTCAGGTTCTGCCTTCATGGGAACCACTACTGGCTGCTGCTCTACGTC
ATGAACGTCGGCGGCGCCGGCGACGTCTCCTCGCTCTCCGTGAAGCGCTCCGGCG
GCTCGGCGTGGATCCAGGCGGCGCACAACTGGGGGATCACGTACCAGGTGTTCG
CGGCGCTGGACAACTCGGTGGGCCTCTCCGTCAAGCTCACCACCTACAGCTCGCC
GCAGCAGACCATCGTCGTCGACGACGCCATCCCGCCCTGGTGGACCACCGGCCTC
TGCTACCAGGGATCAAACAACTTCTACTAA

Nucleotide
>0ObEXPA-22

TATATACATAAATCGATCAAATTTAATAATCGTATCAATTATCTATGTGATGAACT
GATGATATATAAATGTCCATCCTTGGAAAGAAAATGTCGGTTAAGCTAGTTGGTA



GCACGAACTGCATAGTCCAGACAGATATACGTACTTGTGAGAAAACCAAACTTTG
TTTCAGGTATATTTACTGAATAAGGGCAGCCGAGATCAAGTATACATCACTTCAA
TACACCAATTCTGAAAAAAGAAAATAAATGTTCTTGGCAGATGATGGATTGGCAC
CAACATTGAACTAGAAATGCATCCTGTCGTCCTATGAAGGAAAAAAAGAAAACA
CCGAAGAAGAAGAAGAGCAACAGAGTCCATCCATGAACATGAACCAAAGATAA
GATGCATGATGTACAGAATGCATTGCGTAGCAGAGCAAGGAGGCAAGGCAGGGA
ACAATTTAATTGTTAACAAAAACAAAATGAAGAGAGAAATTAGACACAAAATAT
GTGTGTTTCTTAGTAGAAGTTGTTTGATCCCTGGTAGCAGAGGCCGGTGGTCCAC
CAGGGCGGGATGGCGTCGTCGACGACGATGGTCTGCTGCGGCGAGCTGTAGGTG
GTGAGCTTGACGGAGAGGCCCACCGAGTTGTCCAGCGCCGCGAACACCTGGTAC
GTGATCCCCCAGTTGTGCGCCGCCTGGATCCACGCCGAGCCGCCGGAGCGCTTCA
CGGAGAGCGAGGAGACGTCGCCGGCGCCGCCGACGTTCATGACGTAGAGCAGCA
GCCAGTAGTGGTTCCCATGAAGGCAGAACCTGACGCCGCCCGTCCGCTGGCACGG
CACGCGGCGGTACTGGACGGGCACGATCCCGGCGACCCTCTGCGCCAGCTTGAG
GAAGGACGGCGGCGCCATGTCGAAGTGGTGGCGCGGCGGGGTGCACCACLCCGLCC
GTTGTCGTTGGGGAGGTCCCAGTTGGGAGGGCACAGGTTGGTCCCCGTGAGGACC
ACCGACGGCGACCCCGGGTTGCACCACGGCGACTTGACGCACCGCAGCTCGTAG
CACTGCCCGCAGCCGTTGCCGGTCACGAACAGCGGCGTGCTCAGCGCCGCCGTGT
TCGTCGAGAAGAGCGACAGGATGTCGTTGGACGTGTACCCGCACGCGCCACCTAT
CATATATTCATATATCATTAACACGATGTCGTAGTGATGCGAAGTAACTAAGTAC
GTAGGCATGGCCGGCGGGCGTACCGAAGTCGTCGCCGATGCCGGAGGAGGLCGLCC
GTAGAAGGTGGCGGAGCCGTCCTGCCAGTCCGACGTCTTGTACGGCGTGACGGCG
CCAGGCGCCGGCTGCGGGTCTTTCCAGTACAGGTCAGTGGCAAAGCCCGCGGCG
GCGAGCTGCGCCGCCGCCGCCCCCGCCAAGGCGGCGAGGAAGATGGCCGGAGCC
GGATTCGCGCTGGCCATTGTCGTCCGTCGACGATGGATGGGTGCAAGCTAGCTAG
GCGTACGTGATATATAGCATCGCATGGCTTGATGTTGGTTGGCGCCACGTTAATT
AATCAATCATCCAAAAAATGGACGACGACGAACCTTGCTGGTTGAGCGCACGATT
AATTTCTGACGATTTTTCGATACGTGTGTGTGACTACCCACAGCATGCTCGCCACG
TTTATATAAGTATATATTAACTCGGATTATTGATTAATTCTCTCTCAGAAGAACAT
ACCCAACTTTAGTATACTATACTATATTTCTTTATGGATGTACTGTCGGTCGGCAT
ATATATATAACGTTAATTACTCCCTCTGTTTCTTAAACAATTTTGACTTACTTTCTC
GTTAAAAAATTGACCATTAATCACTCTTAAATTGTTAGACCAGATTGAACAAAAG
TTTAACACTTGTATTTAAGTCATACCACGCTTTAATATCATGTTATTATTTCTGATG
TTTACAAGTACTCAA





