IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.1G381400

Gene Model: Pahal.1G381400.1.p
Description: PhAEXPA-07
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366

EXTERNAL RESOURCES
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SEQUENCES

Peptide

>PhEXPA-07

MATRQATVLTALLLASLLPLALSRGLGLGRGHVRPHAHGVGLGRRHAQPHPQPHGH
APLGGGGWSSAHATFYGGGDASGTMGGACGYGNLYSQGYGTNTAALSTALFNNGL
SCGACFEVRCEAAGGGSHSCLPGSVVVTATNFCPPNNALPSDDGGWCNPPRAHFDM

SQPVFQRIALYRAGIVPVSYRRVACNKKGGIRFTINGHSYFNLVLVTNVGGAGDVHA
VAVKGDRSPGWQAMSRNWGQNWQSNTLLDGQALSFRVTTGDGRSVVSTNAAPRG

WSFGQTFSGAQFN*

CDS (coding sequence)
>PhEXPA-07

ATGGCGACTCGGCAAGCAACCGTCCTCACGGCCCTCCTCCTCGCCTCGCTGLTCC
CGCTGGCGCTCTCGCGCGGGLCTGGGGCTCGGGCGCGGGCATGTGCGGCCGCACG
CGCACGGGGTGGGGCTCGGGCGCCGTCACGCCCAGCCGCACCCGCAGCCGCACG
GGCACGCCCCGCTCGGGGGCGGCGGGTGGTCCTCGGCCCACGCCACCTTCTACGG
CGGCGGCGACGCGTCCGGCACCATGGGAGGCGCTTGCGGGTACGGCAACCTGTA
CAGCCAGGGGTACGGCACCAACACGGCGGCGCTGAGCACAGCGCTCTTCAACAA
CGGCCTCAGCTGCGGCGCCTGCTTCGAGGTCCGGTGCGAAGCCGCCGGGGGLEGE
GAGCCACTCCTGCCTGCCTGGCTCCGTCGTCGTCACGGCCACCAACTTCTGCCCGC
CCAACAACGCGCTCCCGTCCGACGACGGCGGCTGGTGCAACCCGLLGLGLGLCC
ACTTCGACATGTCGCAGCCCGTATTCCAGCGCATCGCGCTCTACAGGGCCGGCAT
TGTCCCCGTCTCCTACCGCAGGGTTGCGTGCAACAAGAAGGGCGGCATCCGGTTC
ACCATCAACGGCCACTCCTACTTCAACCTGGTGCTGGTCACCAACGTGGGCGGCG
CCGGCGACGTGCACGCGGTGGCCGTCAAGGGTGACCGCTCCCCGGGGTGGCAGG
CGATGTCCCGCAACTGGGGCCAGAACTGGCAGAGCAACACGCTCCTCGACGGCC
AGGCCCTCTCCTTCCGCGTCACCACCGGCGACGGCCGCTCCGTGGTCTCCACCAA
CGCCGCCCCCCGCGGCTGGTCGTTCGGCCAGACCTTCAGCGGGGCCCAGTTCAAC
TGA

Nucleotide
>PhEXPA-07

ACACTCGAGCTAAGCTCAGCCTCACAGCTTCCCTCGAGCTACCGGTGCTAGCTTA
GGAGGAGAAGGAAACCAAGCAGCAGCAGCAATGGCGAAGTCTTACACCTTGCTG



TTCGGCGCACTGGTCGTGCTCGCGCTTCTGGTGAGCCCCATTGCTTGCTCCCGCAA
GCTCGCCAAGCCCAGCAAGCACAGGCCGAGCCACAGGCCGGCTACCGGGGGLLG
CGGCAACTACACCGCCACCCCCTCGGCCTCCGACGCTTACGGCTCCGGCGGLCTGG
CTGTCCGCCGGCGCGACGTACTACGGCGCCCCCAACGGCGACGGCAGTGACGGTT
AGTGGCGGCGGTTGCTTTTATTGCTCTGTCTGTCGGTTTAGGCAGTTACTCTGCTT
TGCACCGCGGGTTGACACGGAACACATATGCAGGCGGCGCATGCGGCTACCAGA
CCGCCGTCGGGCAGCGGCCCTTCTCGTCGATGATCGCCGCCGGGGGCCCGTCGCT
GTTCAAGGGCGGCAAGGGATGCGGCGCCTGCTACGAGGTCAGTCAGCGCAACGG
ATTGCCTCAGAGTTCGTGTGGTCACACCGCACGGCCTAGCTCCTGTGTGTGGCAG
TGTGTCTCCATTAATGGTGAAAACTGAAAAGTGGTCGGCGCTGGTGGTAACTGAA
TGCGTTCATGTGCCGCGCGTAATGCAGGTTAAATGCGACAGCAACCCGGCGTGCT
CCGGGCAGCCGGCGACCGTGGTCATCACCGACGAGTGCCCCGCCGGGGTCTGCCT
CGCCGAGGCCGCCCACTTCGACATGAGCGGCACCTCCATGGGCGCCATGGCGAA
GCCCGGCATGGCCGACAGGCTTCGCGCAGCCGGTATCCTGAAGATCCAGTACAA
GAGGTATGCCACCGCTACCTACTACAAAATTCCGAATTACATATACGCGCAAGCA
TTTGCACAGATATGCCTTAATTGATCTCGGTGTTAATTTTCGTTGCCCGTCGTCGC
AGGGTGCCTTGCAAGTACAGCGGCGTGAACATCGCCTTCCGGGTGGACCAGGGCT
CCAACCCGTTCTACTTCGAGGTGCTGGTCGAGTTCGAGGACGGCGACGGCGACCT
CAGCGCCGTCGACCTGATGGAGGCCGGGTGCGGCACCTGGACCCCGATGGTGCA
GAACTGGGGCGCGCTGTGGCGCTACAACTCCAACACCGGCAAGGCGCTGAGGGC
GCCCTTCTCGCTCCGGCTCACCTCCGACTCCGGCAAGGTCCTCGTCGCCAACAAC
GTCATCCCCGCCGGCTGGACGGCCGGAGCCACGTACCGCTCCCTGGTGAACTACT
CCTGAGTGAACTGCATCGCCGGTTTACTTTTCAGTTTTTCACCCCCGCTACGCTTG
GCCGGATTATTAAGCGCTGCCAAGAATTGCTCGCAGGGTGTGGTGGTTAAGAACG
AGTCTCGAGTTTGTTTCGTGTGAAATCTGTGTCCGGGGTGCCTGCGAGAGGCGGT
GTCAGAAGAGGAGGAGGAGGAGGTTAGAGAGCCGTGTTCTCCACTCCCTCCACG
GTCTCTGCAGTCCCCTAGTGATGTGTGCCAGTGTGAAGCCGTCGTGTCGAGTTCTC
TATAGATTGTAGTTCCTTTTGCTGTGCTGCTGAAAGAAGCTTGAGCTGCGACTAA
AAAGGTTGCAAGCCGGCCGTTGTATCAAGTTGTGTGTGTTTTTTGTACCACGCAAT
CATTTCAGGGTAATGAATTACTGCTATCTCATTTCCATCACGG




