IDENTIFICATION

Species: Arachis duranensis
Locus: XP_015960077

Gene Model XP_015960077.1
Description: AJEXLB-02
Family: Expansin Like Beta

3D structure:

GENOME DATABASES
NCBI: https://www.ncbi.nlm.nih.gov/genome/?term=Arachis+duranensis
KEGG: https://www.genome.jp/entry/T04300

EXTERNAL RESOURCES
https://peanutbase.org/organism/Arachis/duranensis



https://www.ncbi.nlm.nih.gov/genome/?term=Arachis+duranensis
https://www.genome.jp/entry/T04300

GENE STRUCTURE

AdJEXLB-02 D ————— —
5

L 1 1 1 1 1 1
tibp ET 16K 1500bp 20000 2500bp 3000bp

Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

7s 100 175 150 75 200
P T Y L P S S T A T T T R MR

Query seq.
Superfanilies PLNOS023

+ Name Accession Description Interval E-value
[+] PLN03023 super family cl336 Expansin-ike B1; Provisional 14-253 4.68e-85
SEQUENCES

Peptide

>AdEXLB-02

MAVSLLGPLVITTLLCMQTLADTSCTDCFVQSRAEYYPNSEVNGTDAGACGFGSFGA
TINGGDVSAASNLYRNGVGCGSCYQVRCTNNTYCLDNGVTVVITDQGSGDGTDFILS
QRAFGGMAQTSDKAPYLLALGIVDIEYRRVSCSYPNKNITIKIDESSSNPNY LAFVIWF
QQGMRDITAVQLCETONFVCKLLDRTHGAVWTTTSPPSGPLSLRMLFSAEDGDQTW
VVPSSNIPEDWKAGETYDSGVQVDK

CDS (coding sequence)
>AJEXLB-02

ATTCCCAAAATTCTGAGGGTATAATGCTCTTCCTCTGATTTTTATTCTTTATATTTG
GAACGTCAAAGTTTGTAAGATTGACCAAACCAATTTTCTATAAATAGAAGAAGCC
CGGTTCTCTTCAAGCATAAACTAGTTTCTGTTTTTCACTTTTTCTTCTCCACCTTAA
CTGCTTTCTTTATTCTTCCCTTCATGGCTGTCTCACTTTTGGGTCCTCTGGTTATTA
CCACCTTGCTTTGCATGCAAACTCTGGCAGATACTTCATGCACTGATTGTTTTGTT
CAATCTCGAGCAGAATATTACCCGAACTCTGAAGTAAATGGCACAGATGCTGGTG
CATGCGGATTCGGTTCCTTTGGTGCTACCATTAATGGTGGCGATGTATCAGCTGCA
TCCAATCTTTACCGTAATGGTGTTGGCTGTGGCTCCTGTTACCAGGTAAGGTGTAC
AAACAATACCTATTGCTTAGACAATGGTGTCACTGTAGTTATAACTGACCAAGGC
TCAGGTGATGGCACCGACTTCATTCTGAGTCAACGAGCCTTTGGTGGGATGGCTC
AGACCAGTGACAAAGCTCCTTATCTATTAGCTCTTGGCATAGTTGATATTGAATA
CAGGCGTGTTTCATGCAGCTACCCAAACAAAAACATAACAATTAAGATAGATGA
GAGCAGCAGTAATCCTAATTACTTGGCTTTTGTCATATGGTTCCAACAAGGAATG
AGAGACATAACTGCTGTGCAGCTCTGTGAGACGCAGAACTTTGTCTGTAAGTTAC
TGGATCGGACTCATGGAGCAGTCTGGACTACTACCTCTCCACCAAGTGGACCTCT
GTCGTTACGGATGCTGTTTAGTGCTGAAGATGGAGACCAAACATGGGTTGTCCCC
AGTAGTAACATACCAGAAGACTGGAAAGCAGGGGAGACATATGACTCAGGAGTA
CAAGTGGACAAATAGAAAAACAGCAAAAATGAAATATCATCTAATCATAAACCT
TTCTGTAATGAAAGAATAAAATAAGGCATCAATCCATCCTATCAAGTTCAGTCAA
TCACCCTTTTTTACAATCCCA

Nucleotide

>AdEXLB-02



ATTATTTCTTTGGAATATTAATACCGAGTAATACTAAGAATCCTAGGTAGTCAATT
TTGTCTCATATCAGGTAATCTTTTTAAAATTGTTTTATTTATTTTAGATTGTAAATA
CTAAATCATAAACCCTTAATTCTAAATCCTAAATTATAGATTCGAAACTCTAAATT
CTCCAAAAGAAGTATTTTTAGAATTAAAAAAATTGACTAATTTTACTAACTAAAA
GTTAATTCTTTACACTTTCTCTATATATAACGAATCATAACTAACTGCTACTCTTG
ATTTATAATTGTGTGAGAAATCACTACAACCAAAACAAATAGAACAAACATACTA
ATTTGGAAAACAATGCCAACTTTCGGATGGCAAAGTGCACTTTACCTCCATACTT
TAGAAAATACTCAAATTTACTTCTCTCTATTCTTGAATATTTTAGCCTTTTGTTTAC
TTAAGAGAAAGGCTGATTTGCAAATATCGAAAATGTTAGAAATCATTTTGTATAT

TCCCAAAATTCTGAGGGTATAATGCTCTTCCTCTGATTTTTATTCTTTATATTTGGA
ACGTCAAAGTTTGTAAGATTGACCAAACCAATTTTCTATAAATAGAAGAAGCCCG
GTTCTCTTCAAGCATAAACTAGTTTCTGTTTTTCACTTTTTCTTCTCCACCTTAACT

GCTTTCTTTATTCTTCCCTTCATGGCTGTCTCACTTTTGGGTCCTCTGGTTATTACC
ACCTTGCTTTGCATGCAAACTCTGGCAGATACTTCATGCACTGATTGTTTTGTTCA
ATCTCGAGCAGAATATTACCCGAACTCTGAAGTAAATGGCACAGATGGTAATAA
AACTAGGGAATGAACTTAGTGCATAATACACTAGGAGAATCTAATTATGTAGATT
TAATAGAAGTTATCAATGTAAAGTTATGCTAACATATATCACTGGACAATCTTAG
TGCATGATACACACAATTTTATCTTGGTGCATGGACTGTAGCATTGTCAATAAAA
CTGCTAGAAGGATAACAAAAAGTGCACATCTGAATTGAGAAACTAGTAAACATG
CTCAAACATGTGCTCATACTTTTGACTGATACATATGCTCCTCTTACATTCATTTC
AGCTGGTGCATGCGGATTCGGTTCCTTTGGTGCTACCATTAATGGTGGCGATGTAT
CAGCTGCATCCAATCTTTACCGTAATGGTGTTGGCTGTGGCTCCTGTTACCAGGTA
AGTGCGTAATCAAGTTAGCATTACTGCATAAGAACTACAAAGAGAGTTCATCAAG
GATCCAGCTATGTGGCAAACTGCCAATTACTGTAGGCCACCAACTTAGCATGTTT
TTTTGAATGAAGTATATATGTATATGTGTATATATTTAAAAAAAGGCATTCACTTA
AAACCTATGAATCTTATTCTTATCACACAAAAAAAATTCTTCTTTCCTATTTCTTC
CATTTGGTGCTCTGACTTTCAAACATGTAACAATTCAACAGCAATTCACATGGTTC
AAAGTAGTAGAGATGTCATGATGTTGTACTTTTGATACTTGCTCAGGTAAGGTGT
ACAAACAATACCTATTGCTTAGACAATGGTGTCACTGTAGTTATAACTGACCAAG
GCTCAGGTGATGGCACCGACTTCATTCTGAGTCAACGAGCCTTTGGTGGGATGGC
TCAGACCAGTGACAAAGCTCCTTATCTATTAGCTCTTGGCATAGTTGATATTGAAT
ACAGGCGGTATGATATAATTTTACACAGATAAAACCCTATGAGTTCATGTTTGCA
TCATCAACTTTTGAAGCTGTAGATATTTACAAACACACACACATATATTCAATGG
ATTAAAGATTTAACTGAGGCCTCTCTCTCTTCTTCTCAAGTGTTTCATGCAGCTAC
CCAAACAAAAACATAACAATTAAGATAGATGAGAGCAGCAGTAATCCTAATTAC
TTGGCTTTTGTCATATGGTTCCAACAAGGAATGAGAGACATAACTGCTGTGCAGC
TCTGTGAGGTAGTTTTTGCCTCCTTTTCCTGTGCAAATTGGAATTCATAAATCTCT
GAGATGAATAAACTCAATGCTTTAAACAGATAATTTTGTGAAGGAGGACTTGGAA
ATAAACAGTGTGTTAAAGATCACATAATCATGCTCTATCTTCAAACATTTATTTAA
ATAGAACACTTCAAACAGAAATAAACTGCAATAGCATTAGCGGTTAACTTGTCAC
TATACAGAAAGGAAATAATACACAAAAACAAAGAGATAAACTAAGGAAGAAGG
ATCCAGTGTCTTATTAGGAAATAATGCTGGCAAACTAGCAGTGACAATGACATTG
TAATCTCTTGTACCGTGTGCAGACGCAGAACTTTGTCTGTAAGTTACTGGATCGG
ACTCATGGAGCAGTCTGGACTACTACCTCTCCACCAAGTGGACCTCTGTCGTTAC
GGATGCTGTTTAGTGCTGAAGATGGAGACCAAACATGGGTTGTCCCCAGTAGTAA
CATACCAGAAGACTGGAAAGCAGGGGAGACATATGACTCAGGAGTACAAGTGGA
CAAATAGAAAAACAGCAAAAATGAAATATCATCTAATCATAAACCTTTCTGTAAT



GAAAGAATAAAATAAGGCATCAATCCATCCTATCAAGTTCAGTCAATCACCCTTT
TTTACAATCCCATCTACTTGATTGTCTTTCCCTTGATAAATTTATTATTTGGTCTCC
ATCTAGCTTTCAACTGATCAATAACTGAACTCTGGAATGATCATATCAAGAATCA
CTCACAAGGTGTACAAATACAATACAAATTTTCAGTGGGGAGCCAAATGCTTAAA
GCTTTCTCTCAACTTTGACGAAGGATTCTGACATTTGCACATTATGAAATATTAAT
TGGAAACATTAACACAATTGATTGTTTCATTAATTAATCTTCAAAATATATGCCTC
AAACAATTCTTTCAAATAAGGTCAGACAATTATGGACCAAACATGGAACTAGCA
ATCTGATATCTTATGGAAATCCTTTTATCAGGGAAAGCGAGACTGTTTTGGGATG
GTTTGCAATCTGATACCATATATGAAGATATTAAGCATTAGCTGGATTTCAAAAG
GTGTGAAACAGAAGTAAATGACTTCGATACAAATGGATAGAATTTTCCAAAACA
AGAATGAAAGAGCTT





