IDENTIFICATION

Species: Theobroma cacao

Locus: Thecc.09G320300

Gene Model: Thecc.09G320300.1.p
Description: TCEXPA-16

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Tcacao_v2_1
KEGG: https://www.genome.jp/entry/gn:T02994

EXTERNAL RESOURCES
https://www.cacaogenomedb.org/
https://cocoa-genome-hub.southgreen.fr/node/4
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DOMAIN ARCHITECTURE
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Query seq. i
Superfanilies PLN00050

-+ Name Accession Description Interval E-value
[+ PLND0050 super family cl31535 expansin A; Provisional 29-256 8.30e-123
SEQUENCES

Peptide

>TcEXPA-16

MAVVSVVCVLLFISSMWMAEAKIPGVYSGGAWQNAHATFYGGSDASGTMGGACG
YGNLYSQGYGVNTAALSTALFNNGLSCGACFEIKCANDPKWCHSGGPSIFITATNFCP
PNYALPNDNGGWCNPPRPHFDLAMPMFLKIAEYRAGIVPVSYRRVPCRKRGGIRFTI
NGFRYFNLVLISNVAGAGDIVKVSVKGSRTGWMSMSRNWGQNWQSNAVLVGQSLS
FRVTGGDRRTSTSWNIVPANWQFGQTFAGKNFRV*

CDS (coding sequence)
>TcEXPA-16

ATGGCTGTGGTGAGTGTAGTATGCGTTTTACTCTTTATCTCCTCAATGTGGATGGC
TGAAGCAAAAATTCCAGGAGTCTACTCTGGTGGAGCATGGCAAAATGCCCATGCT
ACCTTCTATGGAGGTTCTGATGCTTCTGGCACCATGGGAGGAGCTTGTGGCTATG
GAAATTTATACAGCCAAGGGTATGGAGTTAACACGGCAGCATTGAGCACAGCAT
TGTTCAACAATGGCTTAAGCTGCGGTGCTTGCTTTGAGATCAAGTGCGCAAATGA
TCCAAAGTGGTGCCATTCAGGCGGCCCTTCCATCTTCATCACAGCAACCAACTTCT
GCCCACCAAACTATGCTCTTCCCAACGACAATGGTGGCTGGTGCAACCCTCCTCG
CCCTCACTTTGACCTTGCCATGCCCATGTTCCTTAAAATTGCAGAGTACCGTGCCG
GTATCGTTCCCGTTTCCTACCGCCGGGTGCCATGCCGAAAGAGGGGAGGGATCAG
GTTCACGATCAACGGCTTCCGTTACTTCAACTTGGTCTTGATCTCCAACGTTGCGG
GTGCAGGGGATATCGTGAAGGTTAGCGTGAAAGGATCCAGGACCGGTTGGATGA
GCATGAGCCGAAACTGGGGTCAAAACTGGCAGTCAAACGCGGTTCTCGTCGGTC
AGTCACTCTCCTTCAGGGTCACAGGCGGTGACAGGCGCACTTCCACCTCGTGGAA
CATCGTCCCCGCCAATTGGCAGTTCGGCCAAACATTCGCTGGAAAGAATTTCAGA
GTTTGA

Nucleotide
>TcEXPA-16

ACCCCCACCCTCTCTCTCTCTCTCTCTCTCTCTCTCTTTGAAGAAAGAGTTGAGTTT
TCAGGCTTTTTTTAAGTCAATAGTCTTTGAAGTAGTTGGAGAAGGGAAAAATGGC
TGTGGTGAGTGTAGTATGCGTTTTACTCTTTATCTCCTCAATGTGGATGGCTGAAG
CAAAAATTCCAGGAGTCTACTCTGGTGGAGCATGGCAAAATGCCCATGCTACCTT
CTATGGAGGTTCTGATGCTTCTGGCACCATGGGTATGTACCTTCATCAAGGCCTAT



TTCTGCCTCATTTCATCCCCATTTTCGGATTATGCCTCAAAGCTTCTTTCTTCCCCC
CCGCGCTCTCTTAATCTTCTTCTCTTTCACAGTTATTTTTGACTACCCAGCTGCATT
ATTTCCTTACAGAATTTGCCCATATCAGAAGTAGCATAAAAGATAACATTTGGGC
TTTCATGTCTGACAAATCCTCCCTAATTCTACAAAAAGAAAACCAACTCTCTAGC
CTGCATTAAAGGCAAAGCTCTGAAATTTCCCTCATTGTCAAAACCCTAACTCCTC
ATGTCACATTTCCTACTAAAAAACCACTTAAAACCGCCAACAAGTTAAGCACTAA
CTCAACTGCATTACCTTAATTCCCCCACTAATTATCTTTTTTTTTTCTCTCTCTAAT
CCTTGCAGGAGGAGCTTGTGGCTATGGAAATTTATACAGCCAAGGGTATGGAGTT
AACACGGCAGCATTGAGCACAGCATTGTTCAACAATGGCTTAAGCTGCGGTGCTT
GCTTTGAGATCAAGTGCGCAAATGATCCAAAGTGGTGCCATTCAGGCGGCCCTTC
CATCTTCATCACAGCAACCAACTTCTGCCCACCAAACTATGCTCTTCCCAACGAC
AATGGTGGCTGGTGCAACCCTCCTCGCCCTCACTTTGACCTTGCCATGCCCATGTT
CCTTAAAATTGCAGAGTACCGTGCCGGTATCGTTCCCGTTTCCTACCGCCGGTATG
TGCTCTGTCTCCCGCCCTTTTCCGTACTCTGTTTCCTTTTAATGCTACCATGTAGTG
TGTTGAAGACAGGGCTAGACAGTCAAAAGTGTGATTTTCATAAACTTTTAAGAGT
CAAAATCAATATAATAATAATGCTAGAAATGATATGATCTAACTCTTTTCTTGCG
GGGGTTAGGTAACTCTATTTAATTTCATTGGTTAGGGAATTGATCTCTATTACATG
TGACTAATATTGTTAGATGTGGGTCAAGTTTCTGCATATGGGTTGGATTCTGGTGA
GGTATGTGTCAGAGGAGTTACTATCTTGGGTCATTATGAGTTTTACGAAAATACC
CATATTCATTTTCCTCATTTGCTCACCTACCCCAATCCTCTAGTCTAAGTTGTACCT
AACTGACATTCAAAGCTTCGTTAAGAGCCGTTTGTTGTGTTTTGCTCCATGTAGCT
GATCTTAGCTTTGGCCAAAATATTTCTAGTCACTTTCCATCCTCTGTTCTCACTCGT
GTTGTCTTTTTACGCTGTAGCTAAGGTACCAAATAGCCCAAAGCCAAAACAAAAC
CAGACATTGGAATAACATTGTACGTTGTAGTAGGAATAGGTTGGGTTGTAAACCA
ATTTCCATTAGTTCTACTTCTAGTAATGGACTAATCGTCAAACATCAAAACCCAA
GACACACACGACATCACAGTCCCCAAGGTCCTAAGACTCTTTTATTTTAATAATA
ATAATAAAAAAAGGATTAAAAGGCACTAAAACCCTAGCTGCTGTCTTGTTGACCA
AATCTTTGTTCCACGCCTAGAATCACGCTCCGCGTTTCATGCTAACATTTGCTTCG
TCCTTAATTACGCAGGGTGCCATGCCGAAAGAGGGGAGGGATCAGGTTCACGAT
CAACGGCTTCCGTTACTTCAACTTGGTCTTGATCTCCAACGTTGCGGGTGCAGGG
GATATCGTGAAGGTTAGCGTGAAAGGATCCAGGACCGGTTGGATGAGCATGAGC
CGAAACTGGGGTCAAAACTGGCAGTCAAACGCGGTTCTCGTCGGTCAGTCACTCT
CCTTCAGGGTCACAGGCGGTGACAGGCGCACTTCCACCTCGTGGAACATCGTCCC
CGCCAATTGGCAGTTCGGCCAAACATTCGCTGGAAAGAATTTCAGAGTTTGATTG
TTCAAAATTTGAAAACCAAACAACGAAAAAAGAAAAAACCAAACAAAGGAACG
AAACTATTAACCCTCCATAAGTTAAAAAACCAAAGTTAGCAGCAGCAAAAATGA
AGTTTCCCGCCATAATCCATTTCCCATTTTTACCGTCATTGGCGCCAAACTTTTCTT
CGTTAGGGTGATGTTTCTTTTTGACCAATTGGGTTTCGGGTTGGGGCTGCTGTCAC
TCATTTAGGTTAAGGGGAAAGAAAAGTGAAGATTTTCATGGATTTTTCTCTCTCTT
TTTTGTTCTGACTTTTGGATTGGTGGGTTTGTTTTTATTGTGTGAAGGGCTTCTTTT
TTTTCATCTTTTTGTTGTTTTAGCGTCAAGAGAGGAAGGGAAAGAAGAAGTGTAG
GGGAAGGACTGAGGCGGCTGCACACAAAAAGGAAATGTAGCCCGCAGCCTAATA
TAAATTTAGTGTCACTAGCTATAGTATGATTATATATATATATATTTGGGAAGTGT
ATTGTTGTAACTTTATATATAATTGAATTGGAATTTTATATTTGGTTTGTTTCTCTT
ATGC






