IDENTIFICATION

Species: Panicum hallii

Locus: Pahal.7G244900

Gene Model: Pahal.7G244900.1.p
Description: PhEXPB-13
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Phallii_v3_ 1
KEGG: https://www.genome.jp/entry/T07366
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Superfanilies DPBB_RIpA_EXP_N-1like superfamily | Pollen_allerg_1 superfamily

List of domain hits *

Name Accession Description Interval E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 35-158 2.55e-77
[+ Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P, Pll and Plll from Lolium perenne. 166-242 2.17e-30

SEQUENCES
Peptide
>PhEXPB-13

MASKSQLMSFAAIAALASLLHPCTSIEFHRKLSSWSDGGATWYGAANGAGSDGGAC
GYQGAVDQAPFSSMIAAGSPSIYKSGMGCGSCFQVKCTGNDACSGTPVTVVITDECP
GGPCLSEPVHFDLSGTAFGAMAKPGQADQLRGSGVLQIQYTRVQCSWPGVQLTFVV
DAGSNPNYFAVLVKYQNGDGDLSGVELMQTGPGAAWAPMQQSWGAVWKFNAGS
ALQAPLSIRLTSSSGKQLVASNVIPVGWKPGTAYQSAANY*

CDS (coding sequence)
>PhEXPB-13

ATGGCTTCCAAATCCCAGCTCATGTCCTTCGCTGCCATCGCAGCTCTCGCCTCGCT
CCTTCATCCCTGCACATCCATCGAGTTCCACCGCAAGCTCTCCAGCTGGTCCGATG
GCGGCGCCACGTGGTACGGCGCCGCTAATGGGGCTGGGAGCGATGGTGGCGCAT
GTGGGTACCAGGGTGCCGTCGACCAGGCGCCGTTCTCGTCCATGATCGCCGCCGG
CAGCCCTTCCATCTACAAGTCCGGCATGGGATGCGGCTCTTGCTTCCAGGTGAAA
TGCACCGGTAATGACGCTTGCTCCGGCACCCCGGTGACCGTCGTGATCACCGACG
AGTGCCCCGGCGGCCCGTGCCTGAGCGAGCCGGTCCACTTCGACCTGAGCGGGAC
GGCGTTCGGCGCCATGGCGAAGCCCGGCCAGGCCGACCAGLCTGLCGLGGLTLCCGG
CGTCCTCCAAATCCAGTACACCCGCGTGCAGTGCAGCTGGCCCGGGGTGCAGCTA
ACCTTCGTCGTGGACGCCGGCTCGAACCCGAACTACTTCGCCGTGCTCGTCAAGT
ACCAGAACGGCGACGGCGACCTCTCGGGCGTCGAGCTCATGCAGACCGGCCCAG
GGGCCGCGTGGGCGCCCATGCAGCAGTCGTGGGGCGCCGTCTGGAAGTTCAACG
CCGGGTCGGCGTTGCAGGCGCCCTTGTCCATCCGCCTGACCTCCAGCTCCGGCAA
GCAGCTCGTCGCCAGCAACGTCATCCCCGTCGGGTGGAAGCCCGGCACCGCCTAC
CAGTCAGCGGCCAACTACTAA

Nucleotide
>PhEXPB-13

ATTTGTACAGACTACAGAGCACAGCTAGCTCTACCGAAGCCAGCCAGCCGAGCC
GAGCACCTCTGAGCAGTGAGCTCTGACTGAGACTGAGCCATTGGGGCTGGGGATT
TCTCGAAGCCATAAAAGAGAGAGCCCCAGAAAGAAGCCTACAAAGTACCACCAG



GCCTCCGACCAGCAGCCGCAGCACCACCACTCCAGCGAGGGAAGGGCLAGGGEGC
AGCGCAGGCGGGGAAGAAGGGGGGTCGAGGAATCAACCCGACCCAACCCAAAC
CCCCAATGGCTTCCCCGCGCTCCCTCGCCCTCTTCCTGCTCTGCATTCTGGCGCCG
GCGCCGCCCGTACCAGCCGCATTGCTGTTCGGGGGCGGGAAGTCGGCCAAGGCG
GCGGGGGGCCTGGACATGGAGTGGCGGCCGGCCACTGCGACGTGGTACGGCGAC
GCCGAGGGCGACGGCAGCGACGGTAAGCGCTCTCATCCCAGCTCCACACCAGCA
CACCACACCGGTCTTTGGCCTAGCATTTACTGGGAGCACACGGACACATTGTAGT
ACGCCATTACCATGCTAGAAAAATACTCAGGACGAGTATTGGTTCGCCGGGTTGA
TTATTGAAGGAGCTGGCCGTTGCAGAATTTTCTTTACCGCGGCTAGAAGGAAAGG
TTTTTCTTTGTTCGGGGTAGTAAAAGAAGACGAATAAATTCCTCCCGTTGCGACAT
TTTTTTTTGGCGGGACCTCTGCGGATCCCATGAATCCCGGAGCGAATTTCGGTGG
GCCCCGCTCCGGGTCCCGGCACACCTGTCAAGCGGCCAGGCTTCGTCGTCTCCGC
GTCCGGCTCCGGCGGCAAAGCTCCCAGCAGCTGCATGCAGTCCCGGCACCGTTGC
TGAAACTGAAATCCTCACGACATTAATGCAGCATTGCTCTCCCTGGCACGGCCAG
TCCCCACCGACACTGCCGGTAACCTTGATTCTACCACAAGTAGAAGAGGTTAATC
CGGCGACGGACCAAGACCATGAGCTCGCTGTTACTGCTAGCATTTACGCCGTCCT
GCCTGAGCACTGTGCTGGGGGGTACACCATGCGGTAGATGGGCCTTCAGTTTTGT
CGTCCTGTTTGTTTGACCCGTCTCGTAACGGAATAGTGCCACACCCGTGAGCCCC
GCGACTTGTCCATCACCAGGCTCTGTTCTTCACGGCAACTTGCACCCTCGATGCGC
TGCACCGGCTGTTCCCTCCTTAAGACAGAGTATTTTTCTGCAACTGACACTGCGAT
TAGCTTAACAAGCAATTGGCAGCTGCTACTGGCAGTAGTATTTTGCATGGACTCT
CTTGTGTTTTATTATTAGATCATAACGGCAGCAACACAACCATCTGATTGTTTCAT
CATCTGCAGGCGGCGCGTGCGGGTACGGGACCCTGGTGGACGTGGTGCCGATGA
AGGCGCGGGTGGGGTCGGTGAGCCCCGTGCTGTTCATGGACGGCGAGGGCTGCG
GCGCCTGCTACAAGGTCAAGTGCCTGGACCGCGGCATCTGCTCGCGCCGGGCCGT
GACGGTCATCGTCACGGACGAGTGCCCCGGCGGCCTCTGCGCGTTCGGCCACACG
CACTTCGACCTCAGCGGCGCCGCCTTCAGCAGGATGGCCGTCGCCGGCGCCGGAG
GACGCCTGCGCGACCGCGGCCAGCTGAACGTCGTCTACAGGAGGTGAGCCGCGC
GGCGCAGCACTCTTCCCGTCCCCTGTCCTGTTGTTATATACTGCTTGCTATCTGAA
TACTTTCGTCAGTTCAGAATCAACTGCTGCATTTGCATAGCACCGATAGCAGTGG
ACAGGTAGACTAGAAACAGTGTCTCGTAAACCGTGATGTCGTGCTGAAAAATGG
CCACCTGACGTCTGAAAACATCGCTGGACTGGACGCTGGTGCTATGATTTCCTCT
GTAGGAGTAGTACTATGATCCTGAATCCTGATGATGCGCGGTGAATTTATAATTG
TTCAGGGGTTAAATGGGAGGGAATGCAGCCCAGCTGTCTGTCAGTCTGAGGGTTA
AGCATGCCTGTCAGCCTGCGCCTGACGTAACTCATTCAGAGTGGCATCTAATCAT
CTTTGAACATCTCCTGATCAATCTCTTCAGAGAGAAAAGGACTCGTGATTAAAAT
TCAGTTAATATCCAGCAGCGAGATTCCCCGTTTTGTCTTCTTTCAGAAACTGACCG
GTGCAGTGTCGTTTGTCTGTGCATATACTCCAGGACTGCCTGCAAGTACGGCGGG
AAGAACATAGCATTCCGTGTGAACGAGGGCTCGACCAGCTTCTGGCTCTCGCTGC
TCGTCGAGTTCGAGGACGGCGAAGGCGACATTGGATCCATGCAGATAAAGCAGG
TAACCAACACAACCGAATCCTCCCATGCCATTTCCCTCGTCCGGATTCAGAGGCC
TCTTCACCCTAGCACGCTTCTTGGCCTAGTCTCTTTCTTGCACGGCCCTTTCGCAA
CAAAGCGATTGGGAAAAGGAGGCGATCTCTTGTCCTTAACAACCTTTATTGCTTG
ATCGGGGAAAAAAAAACCTTCAGTGCTAGGGCCATTCCTCGAGATGCACCGGAC
CAAGAGAGGGCCACAGCTCACAGCGGCATTGCCTTACCGAGCATCCTGGAGACG
CGCGTGCTGCAGTGTTGCTTGCTTTCAGTACTCTCCTCGCTAGCATTGCCGCTGTT
GTTTGGCCTCTACCCAGTCCTTGTAGCTGCAGATCGACCTGAAGAAGTGAGGCCA



AAAGACCTGGCAGTTAAAAATATCTTCCTTTGTTTACCCAATCTAAGGTTACACA
CAGCAAAAAGGCAGCACCTTATCTCGATCAGGGCAAACCAGCCACGCGTGGCCA
GCCATGAAGGCGCGCTAGTGCTTTTCTACTTTCTTGCTTTGTCTACCACTAGAAAG
AAAACCCTAGTCAATGCTTTGCACAAAGACATACGCATACACGACGCATGATCGT
CTTCGCCGAATGATTCCCGTTCTGAATATGTTGGAAAAGCGGCATCGCCTGAACC
CTAGCCGCCCTGCCCCCATGATGCTGTTTCTTCAGCTCGCCTCCCTGCTTAAGACG
ACGACCAGCATCAAGACTACAGAGTCTGATGGCCCCTCATGCCTGCTTTGCTTTTT
GCGCTGCACTAGTGAGTGCTTTCACGGTGGTTGTTAAGTGATGAGGCCTGACAGC
CATCCTGTGGCCTTGTGGCGAGCTCGTGGGTTGTGGGCTCGTCGTGAGGCCTAGT
GGGCTGGGGAATCCAAAGATACCATGGAATCCCATGCAACCGTGCTATTGCTTTC
TGTTGCTTTGTAAAGCTTCAGATGCTGCTGCTGTGCTTTGCCTAGTGGTGGGTTAA
CACTTAACAGTAACAACTCGAGCTGAATAAGAATAATGCAGGCACACTACAGAC
AGCTGCAGAGCTGCTGACTGACTGCTCTTCCATTCACCTTGCTAATTCGCCATGCT
TTGCGGTTTGGGCCTTGCAGGCCAACTCGGTGGAGTGGCTGGACATGAAGCACGT
GTGGGGGGCCACGTGGTGCCTGGTGCGGGGCCCGCTCGTGGGGCCCTTCTCCGTG
AGGCTGACCACGCTGTCCGCCAAGAAGACGCTCACGGCCCGGGACGTCATCCCC
AGGAACTGGGCGCCCAAGGCCACCTACACCTCGCGCCTCAACTTCGAGCCGTCCC
TCTAGAAAAGAGGAGCCGCCGCCGGTCGGTGGGAGCGCGGCACCCCGAGGCCCA
CGTTTTATCGGCCCCGGATACTGCCATGTGGTCCCGCAAAGGCTGGTGGCCCACT
TGGCAGGCAGCTAGGCAGGAACCCTGCCTATTCCTATTGGATGGATCGGCAGACT
GTTTTTTCTGTATTCAGGCAGCTGCTTGGCCTGATCGTATTATAGCTAGCTAGTGT
ATGCTGATGCATCAGACGTGTGTGGTGCTAGTAGTTTTGGTCGTGACTTGTGAGC
AGAATTCAGGAGCTGGGCCAGGTACCAAGCAGCCGCCGTCTCCAAAGGAGAGAG
AGCGTTCGCTGCTTGCTGCTCGGGTTCGGTCTGTGGAGGCCAGGAATCCGATGCG
GAAGCTGGTCGGACTCGGACCGTGAGGGTTTTGGATCCCTCGTGGGTCGTTTCGT
GGCGTCCTGTACTCCTGTTTGCTCGTGTCGTGTGCGCGCGCGCGCTTGTGCTTGTT
CTGGTGTTTCTGTTTTGTGTGTTTCCCTGATTGAAACGCAGGGTTCGTGACAGTGT
CAGAATCTTATCTGTCCGCAATGAGAAATGTGTGTGGCGCACAGAACGACCTTGT
TCTTTCCATGTGAATGCCACAATGTTGGCTTGTCCATTCTCTTGCTGCCATGTCAG
TC




