IDENTIFICATION

Species: Lactuca sativa

Locus: Lsat 1 v5 gn_8 10000

Gene Model: Lsat_ 1 v5 gn 8 10000.1
Description: LSEXPB-05

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/L sativa_V8
KEGG: https://www.genome.jp/entry/T05352

EXTERNAL RESOURCES
https://lgr.genomecenter.ucdavis.edu/
https://www.lettucegdb.com/
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DPBB_R1pA_EXP_N-like superfamily

Name Accession Description Interval E-value
[+ DPBE_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansing 39-162 9.62e-67
[+] PLN0O0193 super family cl33423 expansin-A; Provisional 5-266 7.68e-22

SEQUENCES
Peptide
>LsEXPB-05

MATISSHFRLFLCLLTTFFTFSFAIRPKHFNISTVATHWSTASATWYGSPDGAGSDGGS
CGYGPAVSQAPFSSMVTGIGPSLYNAGKECGACYMVKCTKHPACSHKPARVVITDFC
PGGKCAAGHAHFDLSGTAFGAMAKPGQEKHLRDAGDLQIRFARVECDYSRTNIVFH
VDQGSNPNYFAMVVEFEEGDGDLGGVSLKEENSTKWLKMVQSWGAVWKIDPGREL
HSPFSIKLVSQYSERILVAKNVIPSGWKPGSMYRSVVNYL*

CDS (coding sequence)
> sEXPB-05

ATGGCCACCATTTCTTCACATTTCCGACTCTTCTTATGTCTTCTAACCACTTTCTTC
ACATTCTCATTTGCCATAAGACCAAAACACTTCAACATATCCACCGTAGCCACCC
ACTGGTCCACCGCCTCTGCCACCTGGTATGGCAGTCCCGATGGTGCTGGAAGTGA
TGGAGGTTCATGTGGGTATGGACCCGCAGTGTCACAAGCACCGTTTTCTTCCATG
GTGACTGGAATTGGCCCATCTCTGTATAATGCAGGAAAAGAATGTGGGGCTTGTT
ATATGGTAAAGTGTACCAAACATCCGGCATGTTCACACAAGCCGGCTAGGGTTGT
TATCACTGATTTTTGCCCCGGAGGCAAGTGTGCAGCTGGCCATGCTCATTTTGATC
TTAGCGGAACCGCATTTGGTGCGATGGCAAAACCGGGCCAAGAAAAACATTTAC
GTGACGCAGGAGATTTGCAAATTCGATTTGCAAGGGTTGAGTGTGATTATTCAAG
AACAAACATAGTGTTCCATGTAGACCAGGGATCGAACCCTAATTACTTTGCTATG
GTGGTTGAATTCGAAGAAGGTGATGGAGATTTGGGTGGAGTGAGTTTAAAAGAA
GAAAATAGTACCAAATGGTTGAAAATGGTGCAATCTTGGGGTGCAGTTTGGAAA
ATCGACCCTGGGAGGGAGCTACACTCTCCATTTTCTATAAAATTGGTATCACAAT
ACTCAGAGCGTATCTTAGTCGCAAAAAATGTGATTCCTAGTGGATGGAAGCCGGG
GTCAATGTATAGGTCTGTGGTCAACTACCTTTAA

Nucleotide
> sEXPB-05

CACTTTTAGTGGTCAAGCAACAAAAAGCATTAATGGCCACCATTTCTTCACATTTC
CGACTCTTCTTATGTCTTCTAACCACTTTCTTCACATTCTCATTTGCCATAAGACCA
AAACACTTCAACATATCCACCGTAGCCACCCACTGGTCCACCGCCTCTGCCACCT



GGTATGGCAGTCCCGATGGTGCTGGAAGTGATGGTAAGTACTAAGTATATTGCAA
TTGGGTTCCACTACACATAAATATTTCCATATTTACCCTCTTTACTTATGTTGCATT
TTGGTATATTATAAGGCGAATGAAAGGCTAACTTGGTAAAAACAATTCATGCAGG
AGGTTCATGTGGGTATGGACCCGCAGTGTCACAAGCACCGTTTTCTTCCATGGTG
ACTGGAATTGGCCCATCTCTGTATAATGCAGGAAAAGAATGTGGGGCTTGTTATA
TGGTAGGAACACGTGGACCCCACATTTACAAATATGTTTAATTTTATTTTTATGTT
AGTAAAATGTTGTTAATGTACGAGTTTGAAAGTCTCATAATTTGTTAGTATAATTT
GCGATCAAACTTGTTACTTGGAGCTGTTTAAAGAGTCTTCAATTATTATTATTATT
ATTATTATTGTTATGTACGTAGGTAAAGTGTACCAAACATCCGGCATGTTCACAC
AAGCCGGCTAGGGTTGTTATCACTGATTTTTGCCCCGGAGGCAAGTGTGCAGCTG
GCCATGCTCATTTTGATCTTAGCGGAACCGCATTTGGTGCGATGGCAAAACCGGG
CCAAGAAAAACATTTACGTGACGCAGGAGATTTGCAAATTCGATTTGCAAGGTAA
TTTTATTTTGAAGTAAATTACATTTTAGTCTCCAAATATAGTTAATTTCTATAATTT
TGGTCTTTATTAATTAGAGGTTTTATAACGTTTGTTGCACATGTTCCAAATAAAAT
AACATTTCTTTGTCTTTTGAGTATAGATGATATTTGCAATTTTGTTCACAAAAATA
TCTAGTCATTATTTGGAAGAAACACAGAAAATTACAACCACCCCAAATAGTGACA
AAGTTTACCAATATATGATATACAATTTAATCATTACTTTGTTACATTTTCAAAAC
TGAAGATAACCATATGATGTTGATGCACATTTTTATCGTTTTCTGAAATTTCTGGT
TACCGTTTCTTTTGTATTTTTGAAGGGTTGAGTGTGATTATTCAAGAACAAACATA
GTGTTCCATGTAGACCAGGGATCGAACCCTAATTACTTTGCTATGGTGGTTGAATT
CGAAGAAGGTGATGGAGATTTGGGTGGAGTGAGTTTAAAAGAAGAAAATAGTAC
CAAATGGTTGAAAATGGTGCAATCTTGGGGTGCAGTTTGGAAAATCGACCCTGGG
AGGGAGCTACACTCTCCATTTTCTATAAAATTGGTATCACAATACTCAGAGCGTA
TCTTAGTCGCAAAAAATGTGATTCCTAGTGGATGGAAGCCGGGGTCAATGTATAG
GTCTGTGGTCAACTACCTTTAAGAGGGTTATTTTGAAGTCATATTAAGTACTTTAT
TTGTTGTTTTGATGTATTACTGGTGAGAACTAAGAGGTGGCATGAGAAGAGTCGG
GTTTATGAATCACAATAATTTGTGAAATATATTTGACCGCTAAGTCACCCTTATTA
GGTTGAAGAATAAATTGTGTTGTCTATGTACGGAAAGAGCGTCAAGTATTAAAAT
AATACTTGGATGGGTACATTTTGATGATTTTATTGAGGTAAATGTATTGTGTGTTG
TATTTTGTTATAAAAATTAATAGATATTTGAGAGTTTAATGTTAAAGTGGA






