
IDENTIFICATION 

Species: Musa acuminata 

Locus: GSMUA_Achr5P07630_001 

Gene Model: GSMUA_Achr5P07630_001 

Description: MacEXPA-19 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Macuminata_v1  

KEGG: https://www.genome.jp/entry/T03447   

EXTERNAL RESOURCES 

https://banana-genome-hub.southgreen.fr/ 

https://musabase.org/  

https://phytozome-next.jgi.doe.gov/info/Macuminata_v1
https://www.genome.jp/entry/T03447
https://banana-genome-hub.southgreen.fr/
https://musabase.org/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>MacEXPA-19 

MQRIRYTELGEAAKELQPPFPFTLNPVSALSIYSRENLPLTSFNVCVGGWSSAHATFY

GGSDASGTMGGACGYGNLYSQGYGTDTAALSTALFNNGQSCGACFEIMCGSDNGW

CLQGSIIVTATNFCPPNNALPSDNGGWCNPPRQHFDLSQPVFQRIAQYKAGIVPVQYR

RVPCAKKGGIRFTINGHSYFNLVLITNVGGAGDVVAVSIKGSRTGWQPMSRNWGQN

WQSNSCLDGQSLSFTVTTSDGHSVTSANVAPPNWSFGQTYSGAQF* 

CDS (coding sequence) 

>MacEXPA-19 

ATGCAGAGGATAAGATACACTGAACTCGGAGAAGCAGCAAAGGAGCTCCAGCCA

CCGTTCCCTTTCACTTTAAATCCTGTATCTGCTCTGTCCATTTACTCCAGGGAGAA

TCTACCACTGACTTCCTTTAATGTGTGTGTTGGCGGATGGTCTAGTGCACATGCTA

CCTTCTATGGAGGTAGTGATGCGTCTGGGACTATGGGAGGAGCCTGTGGGTATGG

GAACCTCTACAGCCAAGGTTATGGTACCGACACTGCGGCGCTGAGCACTGCTCTG

TTCAACAATGGCCAGAGCTGTGGAGCTTGTTTTGAGATCATGTGCGGGAGTGACA

ATGGATGGTGTCTCCAGGGGTCGATCATTGTCACTGCGACCAACTTCTGCCCGCC

CAACAACGCTCTCCCCAGCGACAATGGCGGATGGTGCAACCCTCCCCGGCAGCAC

TTCGATCTCTCTCAGCCGGTTTTCCAACGCATCGCGCAATACAAAGCAGGCATTG

TTCCTGTTCAGTACAGAAGAGTTCCTTGTGCGAAGAAGGGGGGCATCAGGTTCAC

GATCAACGGCCACTCCTACTTCAACTTGGTCCTGATCACCAACGTTGGTGGTGCT

GGGGACGTGGTGGCGGTGTCCATCAAGGGGTCGAGGACCGGGTGGCAGCCGATG

AGCCGCAACTGGGGACAAAACTGGCAGAGTAACAGCTGCCTGGACGGCCAGTCC

CTCTCTTTCACGGTCACCACCAGCGACGGCCACAGCGTTACGTCGGCGAACGTCG

CGCCACCCAACTGGAGCTTCGGCCAGACCTACTCCGGCGCCCAGTTTTGA 

Nucleotide 

>MacEXPA-19 

ATGCAGAGGATAAGATACACTGAACTCGGAGAAGCAGCAAAGGAGCTCCAGCCA

CCGTTCCCTTTCACTTTAAATCCTGTATCTGCTCTGTCCATTTACTCCAGGGAGAA

TCTACCACTGACTTCCTTTAATGTGTGTGTGTGTCATCTCTTGCAGTGAGTTACAA

GTTACAAGAACCTTGCTCGACTTGCACCTCGAAGTTGGTTCGAGCTAAGCAGTAG

GTCAAAGTCAAGATAGTAATAAGAAAGTGTTAGCAGAGCAAGGCAAAGAAAAA



GAATATGTTACTGTGTAGCTCAGTTTCGGTTAGCTGTTAATATACTATTCCTCCAC

CGGTCCATTTGAGCATCTTTTGAGGGTTTCTTTTAATCCTCTTCTCTCCTTTCGATC

CCCTCCACTTTGGTCTATAAGTACGCAGGACCTTCCTCAGGCCTTCCTCACCGGGC

TTCTTTTCCATTGCTTAACCTTTGTTGGTGTACTTAGGTTCCCACCCCTTGCTCTCA

TCTCTCCACCATGGAGTTTCCTGGACTCTCCCTGTTTGCCCTTCTCATCATGTTCGG

AGCTGCTCGTGGATACAGTGGCGGATGGTCTAGTGCACATGCTACCTTCTATGGA

GGTAGTGATGCGTCTGGGACTATGGGTAGGCATGCGAACCACATCTGTCTTTTAT

CTTGTTTCATCATGCAAACCTGTGCTAATCTTTGTTCCGTTTGACCCAACGTATGG

CAGGAGGAGCCTGTGGGTATGGGAACCTCTACAGCCAAGGTTATGGTACCGACA

CTGCGGCGCTGAGCACTGCTCTGTTCAACAATGGCCAGAGCTGTGGAGCTTGTTT

TGAGATCATGTGCGGGAGTGACAATGGATGGTGTCTCCAGGGGTCGATCATTGTC

ACTGCGACCAACTTCTGCCCGCCCAACAACGCTCTCCCCAGCGACAATGGCGGAT

GGTGCAACCCTCCCCGGCAGCACTTCGATCTCTCTCAGCCGGTTTTCCAACGCATC

GCGCAATACAAAGCAGGCATTGTTCCTGTTCAGTACAGAAGGTAAGAAAAGAGC

AGCTACCGGTTAATGCAACTACTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCTCT

CTCTCTCCTCTGCTCAGAAACCTGAAAGGCTCTGAGTTCTGAAGCAAATCGAATG

GCTTGAGTACAGAGTTCCTTGTGCGAAGAAGGGGGGCATCAGGTTCACGATCAAC

GGCCACTCCTACTTCAACTTGGTCCTGATCACCAACGTTGGTGGTGCTGGGGACG

TGGTGGCGGTGTCCATCAAGGGGTCGAGGACCGGGTGGCAGCCGATGAGCCGCA

ACTGGGGACAAAACTGGCAGAGTAACAGCTGCCTGGACGGCCAGTCCCTCTCTTT

CACGGTCACCACCAGCGACGGCCACAGCGTTACGTCGGCGAACGTCGCGCCACC

CAACTGGAGCTTCGGCCAGACCTACTCCGGCGCCCAGTTTTGA 




