IDENTIFICATION

Species: Elaeis guineensis
Locus: XP_010919903

Gene Model: XP_010919903.1
Description: EQEXPB-04
Family: Beta Expansin

3D structure:

GENOME DATABASES
NCBI: https://www.ncbi.nlm.nih.gov/genome/?term=txid51953[orgn]
KEGG: https://www.genome.jp/entry/T03921

EXTERNAL RESOURCES
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Query seq.

specific hits B o Pollen_allerg_1
Superfanilies DPBB_RI1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits *
Name Accession Description Interval E-value

[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 45171 2.42e-77
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P, Pll and Pl from Lolium perenne 179-258 3.52e-30

MTFSLPRFFASFSSFIALLLAFLSLLNLCNCFKPRNLNLSSSIATSGWSPAGATWYGSPT
GAGSDGGACGYGDAVENPPFSSMIAAGSPSIFMSGNGCGACYQVKCTENAACSGNP
VTVVITDECPGGACTAEPVHFDMSGTAYGAMALSGQADQLRNAGVLQVLYTRVGC
NYPGVDVTFQVDAGSNTNYLAVHILYEDGDGDLAAVDLKQGSPESDAWLPMQHSW
GAVWRLDSGSTLQAPFSFRLTSDESGKTLVANNVIPVGWQPGATYRSVVNYNT

CDS (coding sequence)
>EgEXPB-04

ATGACCTTCTCACTTCCTCGATTCTTCGCTTCTTTCTCATCTTTCATTGCTTTGCTTC
TAGCGTTCCTCTCTCTTCTTAACCTTTGCAACTGTTTCAAACCTAGAAACTTGAAC
TTATCCTCCTCCATCGCGACTTCAGGTTGGTCCCCGGCTGGAGCCACCTGGTATGG
AAGTCCTACTGGTGCTGGAAGCGATGGTGGTGCATGCGGGTATGGAGATGCAGT
GGAGAATCCTCCATTCTCATCCATGATAGCAGCTGGAAGCCCTTCTATCTTCATGT
CGGGCAATGGATGCGGTGCTTGCTATCAGGTGAAGTGCACAGAAAACGCTGCGT
GCTCGGGGAACCCGGTAACGGTCGTGATCACGGACGAGTGCCCTGGCGGTGCAT
GTACTGCGGAGCCCGTTCACTTCGACATGAGTGGTACCGCGTATGGGGCCATGGC
ATTATCCGGCCAAGCCGATCAGCTTCGCAATGCCGGAGTGCTCCAAGTACTTTAC
ACCAGAGTGGGTTGCAACTATCCCGGTGTTGACGTCACCTTCCAGGTGGACGCAG
GCTCGAACACCAACTACCTTGCTGTTCATATCTTGTACGAAGATGGGGATGGAGA
TCTTGCAGCAGTCGATCTCAAGCAGGGATCGCCGGAATCTGACGCATGGCTCCCG
ATGCAACATTCATGGGGTGCAGTTTGGAGGCTGGACTCAGGCTCAACGTTGCAAG
CACCCTTCTCCTTCCGGTTGACATCGGACGAGTCCGGCAAGACGCTTGTGGCTAA
TAATGTGATTCCGGTGGGATGGCAGCCGGGTGCGACATATAGATCTGTGGTTAAC
TACAATACCTAA

Nucleotide
>EgEXPB-04

GGCTTTCTTACAAGCAAGCAGCCAACGGTGAACGTTCTGCCTCTTTAAGTTTACTT
CGCCAAATAAATCGCAATGCCCATGTCGATGAGACGGATGCCATTTGTACCCTAC



ATGGCATATCTCTTAGCTGGTTGTGATTAGCAACTGGACCACTCTAAACACAACC
CGTTTTTTTTTTGATTTAAAGGGAGGAAAAGATTTGTTTTTCACTATATTCTTTACA
GACAACCTTCTAATTTTAGATTCTTCGTCAAGAAGTGAACAGCACATACCATTTG
AATGACATGGTAACAAATTGGATTGCGGAGGGGAGAACATATATACCCGCCTCCT
CTTTACTCCACATCCAGTTTTATTTCTTAAGCTATAATTAACACCATACTACCAAG
GGTCTCACATACCCACATGCAGACCCAACGCAGCCCTTCACGTGCGTATATTTAC
ATAGTAAAATAGTAATAAGATATTCTTATAGCCCCCAAATTAAGAGTACTAGCTA
GTTAGGTATTGTAGTTAACCACAGATCTATATGTCGCACCCGGCTGCCATCCCAC
CGGAATCACATTATTAGCCACAAGCGTCTTGCCGGACTCGTCCGATGTCAACCGG
AAGGAGAAGGGTGCTTGCAACGTTGAGCCTGAGTCCAGCCTCCAAACTGCACCCC
ATGAATGTTGCATCGGGAGCCATGCGTCAGATTCCGGCGATCCCTGCTTGAGATC
GACTGCTGCAAGATCTCCATCCCCATCTTCGTACAAGATATGAACAGCAAGGTAG
TTGGTGTTCGAGCCTGCGTCCACCTGGAAGGTGACGTCAACACCGGGATAGTTGC
AACCCACTCTGCGAGGCCACATGAAGAGCTTGGTTAGTGTACATGTTATCTTTTTT
TGATTTAACTGAAGCAAATACAGTTCTAGGGTAAAGTCGAATGTTGGAAGCGAA
GCAAGGAAAGAGATCGGAAATCCTCAGACTCTATTCACCTTTTTTTTGTTTTGTTI
TGTTTGGACGTGTCAACTTGATGACTCATTAGAAATTAATATTTGATTGATCTAAC
TATCTATGATTAATTTTTTTAATTAAATTTTCTAATAACAATGAAAAAATATATAA
AAATCATGGATTTAATTGTTGCAAATATATGCAAAAAAAATAAAAGAATAATATG
ATAAAAATGGTCATCCAATATTCCATGGAAGTCAACGCAATCAATCGTACCGAGC
CATTTAGTCTAAAAATATACATAGTATAATTAAACTAATTCAAAGAGGATAAACA
CTCAAGCTTTTAGATCTTCTTGCTTATTACTTATGATTAATTAGTTACTTGCACATA
TACAAGAAAATCGCATCCATCTCTAGTCAATTATTTGTGGAGAAATAGAAATTAA
TCTGCTCCGCATCATTTAATTTCTCGACTCTCAATTCTCACAAACTCGACCATGAT
GTACACTAACCTGCCAACAACTCTGTCTAACTTTGCTCAACTTGATCAAGTTAAAT
TCTTGAATAATGAAAAAAATAAAAACATGACAGCCAATTCTTTCCTTGGTGATTC
AACCGGCCATGTCTTGCTCACTTTTCAATATTGTTCCGATTATCTCGACTTTTGACT
CGATAGCCTAAATTTTTTTGATCCAAATCAATTGAGTCACGAGTTGACTCATTTTC
CAAATTTGCATTGTGTTGCACTTAGCAAATAGTTACTCAAAATCTTGGACCCTTGC
ATGCTTGGACTTTAAATTTAGCATTCAAAACACACCATCCTTTCTTTAGCTATATA
CGCTATGGTAACTTAGAAAGTCTGTAGCACTTTTCTAATTCGTTCATTCATCATAG
CGACCATGCTACTCCATTCCATGGGAAATCTACCTGGTGTAAAGTACTTGGAGCA
CTCCGGCATTGCGAAGCTGATCGGCTTGGCCGGATAATGCCATGGCCCCATACGC
GGTACCACTCATGTCGAAGTGAACGGGCTCCGCAGTACATGCACCGCCAGGGCA
CTCGTCCGTGATCACGACCGTTACCGGGTTCCCCGAGCACGCAGCGTTTTCTGTGC
ACTTCACCTGATCATGTTAAATGTTGCAAAGCGATGGTTAGACCAGAAAGAGCAT
GGGGATCGGCCTTCAATAAATGTGGCATCGGTGAGTCATTATTTGTACACCTGAT
AGCAAGCACCGCATCCATTGCCCGACATGAAGATAGAAGGGCTTCCAGCTGCTAT
CATGGATGAGAATGGAGGATTCTCCACTGCATCTCCATACCCGCATGCACCACCT
ATATATATACATATACAAAGTAGAAGACGTGTGCTCATCATGTCATATTAAAATA
TAATATAATGCATTCATGTATGCTATCATATCTCATCTCCTTGGGAAGGATGAAAC
GGTAAGTACCATCGCTTCCAGCACCAGTAGGACTTCCATACCAGGTGGCTCCAGC
CGGGGACCAACCTGAAGTCGCGATGGAGGAGGATAAGTTCAAGTTTCTAGGTTTG
AAACAGTTGCAAAGGTTAAGAAGAGAGAGGAACGCTAGAAGCAAAGCAATGAA
AGATGAGAAAGAAGCGAAGAATCGAGGAAGTGAGAAGGTCATGGTCACTGTTGT
TAATTAAGCTAGCAAATGCTAACGAGGGATCGATGAGGAGTTGGATATGGGTTTC
AAAAGAGAGTATCGAGGGAGTGGTATTTATAAAGCGGAGCTGAGAATTGGGTCG




AACTGGATAGCATGGTGGATAGGTGTGGTTTCTTTCTTTCCGACGTGTATGCCATA
AATTATGCAAGAGGATTTTCTACTGGCTGGCTTTCTTCATTTTACTGACATGGCTA
CAGAGGTAGACTAGGATATTTTTTTCGATTAATTTATTGGTTCCATGTGACATAGA
AGACTCTGGGATTGTCTCCGTCCTAAACTAGCTAGCTAGTTAACAAGTTGTGCGC
AGGGTCGAAGAAATGATTTCCCCTCTTGAACAGATCAAGTCAAGCGCTCACGCTA
CAAGTTTAGGGTGGAAATTTTCACACTTTTATGCCCAGTTTCTTGGTTCAATTATA
GGTTTTTTTTTTTATGGAATTAATGATACGGTTATCATAGCTTGC






