IDENTIFICATION

Species: Sorghum bicolor Rio
Locus: SbRi0.02G130900

Gene Model: SbRi0.02G130900.1.p
Description: SbrEXPB-26

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
KEGG:-

EXTERNAL RESOURCES
https://www.sorghumbase.org/post/sorghum-bicolor-rio
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DOMAIN ARCHITECTURE

Query seq.

specific hits B 3

| | Pollen_allerg_1
Superfanilies DedD Pollen_allerg_1 superfamily
DPBB_RIpA_EXP_N-like superfamily

List of domain hits d
Name Accession Description Interval  E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barre! fold domain of the beta-expansin subfamily, Beta-expansing 84-208 9.31e-68
[+] Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P1, PIl and PIll from Lolium perenne. 216-292 2.85e-28
[+] DedD super family cl34559 Cell division protein DedD (periplasmic protein involved in septation) [Cell cycle control, 14-90 6.59e-04

>SbrEXPB-26

MAKLCTLLLAAVVVLSLLVSPIACNRKFSKPKPKPASHRRPVTAVKPKPKPVSYKPAP
VAAKPPRSNHTATPRPSPIVYGSGGWLSGAGATYYGATNGDGSDGGACGYQTAVGK
KPFDSMIAAGSTPLYKGGEGCGACYEVKCKTNAACSGQPVTIVITDQSPGDLFPGEVE
HFDMSGTAMGAMARPGMADKLRAGGVLRILYRRVPCKYPGVNVAFKVDQGANPF
YFDVLIEFEDDDGDLKAVDLMEAGSSVWTPMAHNWGATWRLNNGRRLRAPFGLRL
TSDSGRVLVANNAIPAAWKPGKAYRSLVNYP*

CDS (coding sequence)
>ShrEXPB-26

ATGGCGAAGCTTTGCACTTTGCTGTTGGCCGCAGTGGTGGTCCTGTCACTCCTAGT
GAGCCCCATTGCCTGCAACCGAAAGTTCAGCAAGCCCAAGCCAAAGCCGGCCAG
CCACAGGCGGCCGGTGACTGCGGTCAAGCCAAAGCCAAAACCGGTCAGCTACAA
GCCGGCGCCTGTGGCGGCCAAACCTCCCCGCAGCAACCACACTGCTACACCCAGG
CCATCGCCGATCGTCTACGGCTCCGGTGGCTGGCTGTCAGGCGCCGGCGCCACGT
ACTACGGCGCGACCAACGGCGACGGGAGCGACGGCGGCGCGTGCGGCTACCAGA
CTGCTGTCGGGAAGAAGCCGTTCGACTCGATGATCGCCGCCGGGAGCACGCCACT
GTACAAGGGTGGCGAGGGCTGCGGCGCCTGCTACGAGGTGAAATGCAAGACCAA
CGCCGCGTGCTCCGGCCAGCCCGTGACCATCGTAATCACCGACCAGTCCCCTGGC
GATCTGTTCCCCGGCGAGGTTGAGCACTTTGACATGAGCGGCACCGCCATGGGCG
CCATGGCGCGGCCCGGCATGGCCGACAAGCTCCGCGCTGGCGGCGTGCTCAGGA
TCCTGTACAGGAGGGTGCCGTGCAAGTACCCCGGCGTGAACGTCGCGTTCAAGGT
GGACCAGGGCGCGAACCCGTTCTACTTCGACGTGCTGATCGAGTTCGAGGACGAC
GACGGCGACCTCAAGGCCGTCGACCTGATGGAGGCCGGCAGCAGCGTGTGGACA
CCCATGGCGCACAACTGGGGCGCGACGTGGCGCCTCAACAACGGCAGGAGACTC
AGAGCGCCGTTCGGGCTCCGGCTCACCTCCGACTCCGGCAGGGTGCTCGTCGCCA
ACAACGCCATCCCGGCCGCGTGGAAGCCCGGCAAGGCCTACCGTTCCTTGGTCAA
CTACCCCTGA



Nucleotide
>ShrEXPB-26

GCCACCGTTGCAGCTCACCGAAGAACAGTCGAGCTTACCAGCTCATCTGAAAGCT
GTGAACTTCGAGCTTAAAAACAGCAGCAATGGCGAAGCTTTGCACTTTGCTGTTG
GCCGCAGTGGTGGTCCTGTCACTCCTAGTGAGCCCCATTGCCTGCAACCGAAAGT
TCAGCAAGCCCAAGCCAAAGCCGGCCAGCCACAGGCGGCCGGTGACTGCGGTCA
AGCCAAAGCCAAAACCGGTCAGCTACAAGCCGGCGCCTGTGGCGGCCAAACCTC
CCCGCAGCAACCACACTGCTACACCCAGGCCATCGCCGATCGTCTACGGCTCCGG
TGGCTGGCTGTCAGGCGCCGGCGCCACGTACTACGGCGCGACCAACGGCGACGG
GAGCGACGGTTAGTGTACAGCAGTTGCCTTGCCCTTTACGCTTCTCCGAGTATATT
TCTTTGCCATCGGTGTGTTAGCGTGTGTACTGTGTTCTGTGTACCGTGCAGGCGGC
GCGTGCGGCTACCAGACTGCTGTCGGGAAGAAGCCGTTCGACTCGATGATCGCCG
CCGGGAGCACGCCACTGTACAAGGGTGGCGAGGGCTGCGGCGCCTGCTACGAGG
TGAAATGCAAGACCAACGCCGCGTGCTCCGGCCAGCCCGTGACCATCGTAATCAC
CGACCAGTCCCCTGGCGATCTGTTCCCCGGCGAGGTTGAGCACTTTGACATGAGC
GGCACCGCCATGGGCGCCATGGCGCGGCCCGGCATGGCCGACAAGCTCCGCGCT
GGCGGCGTGCTCAGGATCCTGTACAGGAGGGTGCCGTGCAAGTACCCCGGCGTG
AACGTCGCGTTCAAGGTGGACCAGGGCGCGAACCCGTTCTACTTCGACGTGCTGA
TCGAGTTCGAGGACGACGACGGCGACCTCAAGGCCGTCGACCTGATGGAGGCCG
GCAGCAGCGTGTGGACACCCATGGCGCACAACTGGGGCGCGACGTGGCGCCTCA
ACAACGGCAGGAGACTCAGAGCGCCGTTCGGGCTCCGGCTCACCTCCGACTCCGG
CAGGGTGCTCGTCGCCAACAACGCCATCCCGGCCGCGTGGAAGCCCGGCAAGGC
CTACCGTTCCTTGGTCAACTACCCCTGAAAAGTGAATGGCGTGTAATGTGCGTCC
GGGTGTTGCGAGAGGCGGCGGCGGTGTAATGGTGTCAAGGAAGAGGAGGTTGAA
GAAGAGAATGGCGTTCTTCCCTCCCTGGACGGTCTCTGCAGTCCCCAAGTGATGT
GTGATGGCGTGAGTCAAATCATGCCTGTAATTTGATTCTTCATCTCGATTTGAATT
TTGCTAATATACTCCTGTACTTGAGGAAAGAGAGAAGCTTATTTGAGTTGTGACT
AATGTTGCATGCCAATGCATGTTATGTGCTT





