
IDENTIFICATION 

Species: Sorghum bicolor Rio 

Locus: SbRio.02G130900 

Gene Model: SbRio.02G130900.1.p 

Description: SbrEXPB-26 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1  

KEGG:- 

EXTERNAL RESOURCES 

https://www.sorghumbase.org/post/sorghum-bicolor-rio 

https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
https://www.sorghumbase.org/post/sorghum-bicolor-rio


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SbrEXPB-26 

MAKLCTLLLAAVVVLSLLVSPIACNRKFSKPKPKPASHRRPVTAVKPKPKPVSYKPAP

VAAKPPRSNHTATPRPSPIVYGSGGWLSGAGATYYGATNGDGSDGGACGYQTAVGK

KPFDSMIAAGSTPLYKGGEGCGACYEVKCKTNAACSGQPVTIVITDQSPGDLFPGEVE

HFDMSGTAMGAMARPGMADKLRAGGVLRILYRRVPCKYPGVNVAFKVDQGANPF

YFDVLIEFEDDDGDLKAVDLMEAGSSVWTPMAHNWGATWRLNNGRRLRAPFGLRL

TSDSGRVLVANNAIPAAWKPGKAYRSLVNYP* 

CDS (coding sequence) 

>SbrEXPB-26 

ATGGCGAAGCTTTGCACTTTGCTGTTGGCCGCAGTGGTGGTCCTGTCACTCCTAGT

GAGCCCCATTGCCTGCAACCGAAAGTTCAGCAAGCCCAAGCCAAAGCCGGCCAG

CCACAGGCGGCCGGTGACTGCGGTCAAGCCAAAGCCAAAACCGGTCAGCTACAA

GCCGGCGCCTGTGGCGGCCAAACCTCCCCGCAGCAACCACACTGCTACACCCAGG

CCATCGCCGATCGTCTACGGCTCCGGTGGCTGGCTGTCAGGCGCCGGCGCCACGT

ACTACGGCGCGACCAACGGCGACGGGAGCGACGGCGGCGCGTGCGGCTACCAGA

CTGCTGTCGGGAAGAAGCCGTTCGACTCGATGATCGCCGCCGGGAGCACGCCACT

GTACAAGGGTGGCGAGGGCTGCGGCGCCTGCTACGAGGTGAAATGCAAGACCAA

CGCCGCGTGCTCCGGCCAGCCCGTGACCATCGTAATCACCGACCAGTCCCCTGGC

GATCTGTTCCCCGGCGAGGTTGAGCACTTTGACATGAGCGGCACCGCCATGGGCG

CCATGGCGCGGCCCGGCATGGCCGACAAGCTCCGCGCTGGCGGCGTGCTCAGGA

TCCTGTACAGGAGGGTGCCGTGCAAGTACCCCGGCGTGAACGTCGCGTTCAAGGT

GGACCAGGGCGCGAACCCGTTCTACTTCGACGTGCTGATCGAGTTCGAGGACGAC

GACGGCGACCTCAAGGCCGTCGACCTGATGGAGGCCGGCAGCAGCGTGTGGACA

CCCATGGCGCACAACTGGGGCGCGACGTGGCGCCTCAACAACGGCAGGAGACTC

AGAGCGCCGTTCGGGCTCCGGCTCACCTCCGACTCCGGCAGGGTGCTCGTCGCCA

ACAACGCCATCCCGGCCGCGTGGAAGCCCGGCAAGGCCTACCGTTCCTTGGTCAA

CTACCCCTGA 

 



Nucleotide 

>SbrEXPB-26 

GCCACCGTTGCAGCTCACCGAAGAACAGTCGAGCTTACCAGCTCATCTGAAAGCT

GTGAACTTCGAGCTTAAAAACAGCAGCAATGGCGAAGCTTTGCACTTTGCTGTTG

GCCGCAGTGGTGGTCCTGTCACTCCTAGTGAGCCCCATTGCCTGCAACCGAAAGT

TCAGCAAGCCCAAGCCAAAGCCGGCCAGCCACAGGCGGCCGGTGACTGCGGTCA

AGCCAAAGCCAAAACCGGTCAGCTACAAGCCGGCGCCTGTGGCGGCCAAACCTC

CCCGCAGCAACCACACTGCTACACCCAGGCCATCGCCGATCGTCTACGGCTCCGG

TGGCTGGCTGTCAGGCGCCGGCGCCACGTACTACGGCGCGACCAACGGCGACGG

GAGCGACGGTTAGTGTACAGCAGTTGCCTTGCCCTTTACGCTTCTCCGAGTATATT

TCTTTGCCATCGGTGTGTTAGCGTGTGTACTGTGTTCTGTGTACCGTGCAGGCGGC

GCGTGCGGCTACCAGACTGCTGTCGGGAAGAAGCCGTTCGACTCGATGATCGCCG

CCGGGAGCACGCCACTGTACAAGGGTGGCGAGGGCTGCGGCGCCTGCTACGAGG

TGAAATGCAAGACCAACGCCGCGTGCTCCGGCCAGCCCGTGACCATCGTAATCAC

CGACCAGTCCCCTGGCGATCTGTTCCCCGGCGAGGTTGAGCACTTTGACATGAGC

GGCACCGCCATGGGCGCCATGGCGCGGCCCGGCATGGCCGACAAGCTCCGCGCT

GGCGGCGTGCTCAGGATCCTGTACAGGAGGGTGCCGTGCAAGTACCCCGGCGTG

AACGTCGCGTTCAAGGTGGACCAGGGCGCGAACCCGTTCTACTTCGACGTGCTGA

TCGAGTTCGAGGACGACGACGGCGACCTCAAGGCCGTCGACCTGATGGAGGCCG

GCAGCAGCGTGTGGACACCCATGGCGCACAACTGGGGCGCGACGTGGCGCCTCA

ACAACGGCAGGAGACTCAGAGCGCCGTTCGGGCTCCGGCTCACCTCCGACTCCGG

CAGGGTGCTCGTCGCCAACAACGCCATCCCGGCCGCGTGGAAGCCCGGCAAGGC

CTACCGTTCCTTGGTCAACTACCCCTGAAAAGTGAATGGCGTGTAATGTGCGTCC

GGGTGTTGCGAGAGGCGGCGGCGGTGTAATGGTGTCAAGGAAGAGGAGGTTGAA

GAAGAGAATGGCGTTCTTCCCTCCCTGGACGGTCTCTGCAGTCCCCAAGTGATGT

GTGATGGCGTGAGTCAAATCATGCCTGTAATTTGATTCTTCATCTCGATTTGAATT

TTGCTAATATACTCCTGTACTTGAGGAAAGAGAGAAGCTTATTTGAGTTGTGACT

AATGTTGCATGCCAATGCATGTTATGTGCTT 




